
Threshold:  0.5   Nodes:  51   Islands:  2 
# of Pos edge:  120   # of Neg edge:  6   Edge length:  1.831258178603 

Density:  0.0988235294117647   Diameter:  4.52   Radius:  1   Centralization: 1.31430496353421
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g__Escherichia_Shigella.

g__Lachnoclostridium.

g__Oscillospira.

g__Faecalibacterium.

g__Ruminococcus.

g__Blautia.

g__Dialister.

g__Peptoniphilus.

g__Subdoligranulum.

g__Parabacteroides.

g__Proteus.

g__Prevotella.
g__Roseburia.

g__Bacteroides.

g__Anaerococcus.

g__Porphyromonas.

g__Dorea.g__Eubacterium.

g__Enterococcus.

g__Klebsiella.

g__WAL_1855D.

g__Lactobacillus.

g__Akkermansia.

g__Anaerostipes.

g__Ruminococcaceae_Group.
g__Alistipes.

g__Fusicatenibacter.

g__Lachnospiraceae_Group.

g__Pseudobutyrivibrio.

g__Christensenellaceae_Group.

g__Sutterella.

g__Erysipelatoclostridium.

g__Bilophila.

g__Peptoclostridium.

g__Streptococcus.
g__Bifidobacterium.

g__Coprococcus.

g__Ruminiclostridium.

g__Fusobacterium.

g__Erysipelotrichaceae_Group.

g__Clostridium.

g__Lachnospira.

g__Thalassospira.

g__Pseudomonas.

g__Acinetobacter.

g__Herbaspirillum.

Unclassified

g__Phascolarctobacterium.

g__Barnesiella.

g__Campylobacter.

g__Haemophilus.
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