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r This sheet is used for individual information
o 0 ‘GREEN fields are mandatory. Your submission will ail if any mandatory fields are not completed.
B 10 P rOJ e Ct GREY fields are optional. Leave optional fields empty if no information is available.
ORANGE fields require that the individual accession number, like HRIO00001, already exists in GSAfor Human database
YELLOW columns have drop-down menues that allow you to select from a controlled vocabulary. Once specified for one row, these values can be copied-and-pasted down

CAUTION: DO NOT delete any columns! But you can insert the custom attributes at the end of all column as needed!
Be aware that Excel may automatically apply formatting to your data. In particular, take care with dates, incrementing autofills and special characters like / or -. Doublecheck that your text file is accurate before sending to us.
1 2 3 4 5 6 7 8 ) 10 1
71D} individual_name “gender existed_individual_accession “experiment_group disease name disease stage 1 treatment Y survivaltime is_smoker is_drinker
D1

(S GS A forHuman

P

12 13 1 15 16 17 18 19 20
__height (m) Y body_weight (kg) 1 _body_mass index(8M) | ethnicity | province | occupation | race T birthplace T custom attributes 1

f ) - BENTFER Individual g
Study DAC
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Individual B Mz, —BHiE, FRETERSSSIIEm,

\ J
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GREEN fields are mandatory. Your submission will fail if any mandatory fields are not completed.
GREY fields are optional. Leave optional fields empty if no information is available.
7 ~ YELLOW columns have drop-down menues that allow you to select from a controlled vocabulary. Once specified for one row, these values can be copied-and-pasted down.
Sam | eS CAUTION: DO NOT delete any columns! But you can insert the custom attributes at the end of all column as needed!
p Be aware that Excel may automatically apply formatting to your data.
L J In particular, take care with dates, incrementing autofils and special characters like / or -. Doublecheck that your text file is accurate before sending to us.
1 2 3 4 5 6 7 8 9 10 11
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s1
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. . /~  This sheet is used for Experiment information.
B I 0 P r OJ eCt GREEN fields are mandatory. Your submission will fail if any mandatory fields are not completed.
GREY fields are optional. Leave optional fields empty if no information is available.
BLUE fields require for paired-end data only
YELLOW columns have drop-down menues that allow you to select from a controlled vocabulary. Once specified for one row, these values can be copied-and-pasted down.
When the Platform (column 4) is Helicos HeliScope, the Planned number of cycles (column 16) is required.
CAUTION: DO NOT delete or insert column!
Be aware that Excel may automatically apply formatting to your data. In particular, take care with dates, incrementing autofills and special characters like / or -. Doublecheck that your text file is accurate before sending to us.
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7 ~ PURPLE When your Run data file type (column 4) select bam. If you want to submit your reference file to our FTP Site, you need to fill in the Reference file name and MD5 for reference file (columns 9-10). If your r¢
YELLOW columns have drop-down menues that allow you to select from a controlled vocabulary. Once specified for one row, these values can be copied-and-pasted down.

Sam p | es CAUTION: DO NOT delete or insert column!

Be aware that Excel may automatically apply formatting to your data. In particular, take care with dates, incrementing autofills and special characters like / or -. Doublecheck that your text file is accurate before sending to
2 3 4 5 6 7 8

1
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HIENTHIREHERIGSA-HumanFBI e, BREGERFINEX PRI NED:
The raw sequence data reported in this paper have been deposited in the Genome Sequence Archive (Genomics, Proteomics & Bioinformatics 2021) in National Genomics
Data Center (Nucleic Acids Res 2024), China National Center for Bioinformation / Beijing Institute of Genomics, Chinese Academy of Sciences (GSA-Human: HRAXXXXXX)
that are publicly accessible at https://ngdc.cncb.ac.cn/gsa-human.
TBRABLU &S | R IR E
» The Genome Sequence Archive Family: Toward Explosive Data Growth and Diverse Data Types. Genomics, Proteomics & Bioinformatics 2021, 19(4):578-583
https://doi.org/10.1016/j.gpb.2021.08.001 [PMID=34400360]

» Database Resources of the National Genomics Data Center, China National Center for Bioinformation in 2024. Nucleic Acids Res 2024, Jan 5;52(D1):D18-
D32. https://doi.org/10.1093/nar/gkad1078 [PMID=38018256]
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