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© The name of disease should be chosen from Human Disease Ontology

* Is your study a longitudinal study?
® No Yes

BioProject Information

* Please select Boproject number

BioProject{§2: EEEBBioProject, EE5L
BktEZBioProjectii

OR Go to create BioProject

Data Accessibility

* Data release policy
O) Open-access Data @ Controlled-access Data
© To access controlled data users must get your permission through the GSA for Human database
+ Data sharing limitation, permitting user to do:
() General purpose use

[ Non-profitable use ) Commercial activity

+ Whether or not the comfirmation of the data user's institution Is required when requesting for this data?

ONO O YES

O I have read and accepted the DATA AGGESS AGREEMENT

Accessions in the Ministry of Science and Technology
Registration number:
Backup number:

© The registration number and backup number can only be obtained through the human genetic resource management department of the Ministry of science and
technology
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BIG Sub / GSA-Human ' Submission: subHRA004464

Submission ID: subHRA004464

Submitter * Study Information Data Access Committee Metadata Files. Overview & Submit

BioProject

© Release immediately following curation

@ Release on specified date

© To access controlled data users must get your permission through the GSA for Human database

. SEHRISMIENSEAIN, EEREAEREE RIS

() General purpose use () Non-profitable use () Commercial activity

Experiments
Runs

202409-22 &
(yyyy-mm-dd)

U TTTTTTTmmm

1 I - . Data Accessibility

i G S A for Human ! Basic Information

1 Genome Seguance Archive : "

1w ! * Study title

H : + Data release policy

! ]

I H * Description

1 H i

i H ) Open-access Data @ Controlled-access Data

, Study !

E : y F @ To access controlled data,users must get your permission through the GSA for Human database
1

| | * Study Type

| ! @ Dissasestudy O Cohortstudy Cellinerelated stugy  © Clinical pathogen ) Human metaganome * Data sharing limitation, permitting user to do:

i a4 ) i * Disease Name.

i E 7] General purpose use "I Non-profitable use 7 Commercial activity

| = .

! Individual E © The name of isease should be chosen fom Human Dissase Oniclogy * Whether or not the comfirmation of the data user's institution is required when requesting for this data?

1 1 -

I & y | * Is your study a longitudinal study? i

i ! S No © Yes © NO () YES
1

! ]

: : BioProject Information =

| s \ ! ! | have read and accepted the DATA ACCESS AGREEMENT

1 1 + Please select Bioproject number

i S | | R ot b

| amples i

! ]

| . J 1 LWy

i i Data Accessibility &;E‘EI njH it

1 1

H 1 * Data release poli M2 AY > — Y Y

] H policy , 2. . =Z 40 .

: 4 ) : ") Open-access Data @ Controlled-access Data ° Jﬁ;:':é&}&lﬁ | Djjlj_ ﬂ 1 Xj:fﬁlji | Djﬁﬂ:mlﬁ | Dj

H 1

i I

1 1

1 1

1 1

H 1

1 1

| ]

L 1

* :n’::ur iw::;m comfirmation of the data user's institution Is required when requesting for this data? \ I\n] 1miy ( DAA) I{L‘FJ:?J u%g{ﬁﬁ%

O I have read and accepted the DATA AGGESS AGREEMENT

Accessions in the Ministry of Science and Technology

S e q u e n ce Registration number:
Files N

\. J © The registration number and backup number can only be obtained through the human genetic resource management department of the Ministry of science and
technology
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R

( ™)
Individual
4 )
Samples
& J

f Experiments )
Runs
( )
Sequence
Files
J

BIG Sub / GSA-Human / Submission: subHRAQ00497
Submission ID: subHRA000497

Submiter Study Information ~ Fles  Overview& Submit

Data Access Committee (DAC) is a body of one or more named individuals who are responsible for data release to external requestors based on consent and/or National Research Ethics
terms.

1.ADAC is typically formed from the same or multiple organizations that collected the samples and generated any associated analyses.

2.Multiple datasets may be affiliated to a single DAC.

DAC Information

* Did you already register a DAC for this study?

i Na O Yes

Data Access Committes

DAC DAC Contact
DALC nam Ermail Organization Depariment Is Contact Persan
ACLRTRON o e Members L i Fhane
Begng Insteute of
HOACO0D1BS BIG Data Centar Yes

Genomics [BIG)

MBREEBEAR(ER "S85 (Controlled-access)” , TIEIEUEE
BRRE (DAC) FHEEDACEARA, ASHIEIE GRS
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BIG Sub / GSA-Human / Submission: sSubHRA000497

Submission ID: subHRA000497

BioProject Sumiter Sty nfomation Mosdas  Fles

Data Access Committee (DAC) is a body of one or more named individuals who are responsible for data release to external requestors based on consent and/or National Research Ethics
terms.

1.ADAC is typically formed from the same or multiple organizations that collected the samples and generated any associated analyses.

2.Multiple datasets may be affiliated to a single DAC.

éﬁ GS A forHuman

enome Seguence Archive

DAC Information DAC Information

" Did you slready register 3 DAC for this study? + Did you already register a DAC for this study?

Study

+Add DAC members

Experiments
Runs

@ Contact Person (Selected)

i i
! 1
! ]
H 1
! 1
! ]
P |
! ]
H 1
! 1
i |
: 1
i i 0 Yes ©@No O Yes
i : * DAC name

1
: : GSA_TEST_20200910 v
] ! Data o C itte 3
1 fkcess Committes = A,

6 ) ' MR EFUANSIEEREZERS (DAC)
H | + Description L, A N DAC
] oo ]
1 H .r
| Individual - s 1%E#E “No” BlIEHDAC
1 : [ DAC nam e L o
AT

! \ & J | ACERITEN o Members

! %
] H 2
! ]
: : HDACOOD1ES
e ) i
| ! DAC Members
H 1
| Samples |
1 : * Email # First Name * Last Name * Organization Department Contact
] \_ Y, 1
i : gsatest1@big.ac.c GSA BIGD Beijing Institute of BIGD [-]

1
i | i "
i : .
1 4 ) |
i |
H 1
! 1
! ]
H 1
! 1
! ]
| 1
H 1

* Please follow the guidances to complete the required information.

ONLY ONE member can be selected as the contact person to receive data access requests.

Please choose carefully and complete the centact phone number.

( ) * First Name : GSA + Email : gsatesti@big.ac.cn * Phone Number : 010-88888888
Sequence :¢

Files

. J
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BIG Sub / GSA-Human / Submission: sSubHRA000497

Submission ID: subHRA000497

BioProject Sumiter Sty ioreton

Data Access Committee (DAC) is a body of one or more named individuals who are responsible for data release to external requestors based on consent and/or National Research Ethics
terms.

1.ADAC is typically formed from the same or multiple organizations that collected the samples and generated any associated analyses.

2.Multiple datasets may be affiliated to a single DAC.

66 GS A forHuman

enome Seguence Archive
DAC Information

1 H
! ]
! ]
H 1
! ]
! ]
H 1
! ]
| ]
1
! ]
1
i Study H * Did you already register a DAC forihlaasdyd
1
H ! BIG Sub / GSA-Human /| Submission: SUbHRA000497
! ]
! ]
H | Submission ID: subHRAD00497
| ]
1
i r ~ | Data Access Committes ‘Submitter Study Information Flles
1
! ]
! ]
| I n d iv i d u al ! Data Access Committee (DAC) is a body of one or more named individuals who are responsible for data release to external requestors based on consent and/or National Research Ethics
| ! BAC terms.
1 DAC nams
i \ J | SCCETTION 1.A DAC is typically formed from the same or multiple organizations that collected the samples and generated any associated analyses.
1
H ! 2 Multiple datasets may be affiiated to a single DAC.
H ! HDACO00185
i s p :
1
! ]
! ]
1 H DAC Information
! Samples ,
H 1
[ ¢ J i + Did you already register a DAC for this study?
H 1
: : T No @ Yes
H 1
! ]
! ]
; ( H g i QAL DAC name Description Contact Person Organization Operation
H Experlments | accession
! ]
! ] s 5 <
i Ru ns | HDACG000162 TEST TEST geatestigbiacen|| o ond DEdiute ot benarmics, Chineas:Atacay.d Use it
H | Sciences
b -
1
e — R
! HDAC000225 DAG_TEST GSATEST! DAG_TEST GSATEST1 gsatesti@big.accn  Doung Institute of G?;::i:s S D s Use it
( )
1) EERERE T “Yes”
Sequence MRETHNHIESERZRS (DAC) |, Yes” ,
il
Rl A Use it”, ERFHSZHIBIEN
\ J Ri"Use it”, B! DAC
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BIG Sub ' GSA-Human ' Submission: subHRADDOE50

BiOPrOject Submission ID: subHRAQ00650

Submitter Study Information Data Access Committee Metadata Files Overview & Submit

General Package

+ Upload the metadata file using Excel format

§ GSA forHurman

enome Seguence Archive

Please selected file Upload

Study

@Download Excel Template General.1 .Ukpreadsheet. edit, save and then upload the modified template.

If you have any quticn or would like to give us any suggestion/comment or report a bug, please feel free to contact us at gsa@big.ac.cn

Lo N |
H i i  Study Type
i I nd IVId u al : ® Di’.’se::e study = Cohort study 2 Cell fine related study © Clinical pathogen & Human metagenome = Ancients or Fossils O Other study
T\ J i
: : + Disease Name
i ' N\ i @ The name of disease should be chosen from Human Disease Oniclogy
: i # |s your study a longitudinal study?
| Samples : e S
I J i
i | 7S] ERTTHIRIEIR
Y o N !
i Experiments i 55T (Disease study) General_1.0.xIsx
H ! o) =] 4 SKERY
i L Runs i BAZIERZR (Cohort study) General_1.0.xIsx TR RIRIR S (SR IR T ST R B
: ‘: \#I— A Y \E
N [ RBIZAESEBAZS (Cell line related study) Cellline_1.0.xlsx (Study Type) #{TILECAY, LIS
= =)
e ™ G PRIEERIAZFS (Clinical pathogen) Clinical_pathogen_1.0.xIsx EARMHRLRE
Sequence " _
Files AIEREZRLEHF (Human associated Human_associated_metagenome_1.0.xIsx
L ) metagenome)
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PAGeneral_1.0.xIsxa65l: FERTF Kintifs 1 PATIHR

BioProject

& GS A forHuman

Genome Seguence Archive

[ Study

p
Individual
&
p
Samples
\

( Experiments
Runs

p
Sequence

Files

-

This sheet is used for individual information.

GREE| are > ssion will fail if any ry fields

GREY fields are optional. Leave optional fields empty if no information is available.

ORANGE fields require that the individual accession number, like HRI000001, already exists in GSA for Human database

YELLOW columns have drop-down menues thatallow you to select from a controlled vocabulary. Once specified for one row, these values can be copied-and-pasted down.

CAUTION: DO NOT delete any columns! But you can insert the custom attributes at the end of all column as needed!
Be aware that Excel may automatically apply formatting o your data. In particular, take care with dates, incrementing autofills and special characters like / or -. Doublecheck that your text file is accurate before sending to us
1 2 3 4 5 6 7 8 9 10 1"

LD Tindividual name % fgender . existed_individual accession ;[ "experiment group . disease_name disease_stage 1 st I survivaltime Is_smoker, ls drinker .
D1
12 13 14 15 16 17 18 19 20
height (m) body_weight 1 body mass_index(BMI| ethnicity | province | occupation race 1 birthplace custom attributes 1

Individual &g

BEXFE

EREE: WRXER
BEANMSILUSHHSMES (1:N) |, BSLIEEEIESMEXR. ZEREZLRE
SRS . BFSRERUNMEAZCARR, —BHiE, FETERESZEIRNE,

‘This sheet is used for Sample information.

'GREEN fields are mandatory. Your submission will fail if any mandatory fields are not completed.

GREY fields are optional. Leave optional fields empty if no information is available.

YELLOW columns have drop-down menues that allow you to select froma controlled vocabulary. Once specified for one row, these values can be copied-and-pasted down.

1:N

CAUTION: DO NOT delete any columns! But you can insert the custom attributes at the end of all column as needed!
Be aware that Excel may automatically apply formatting to your data.
In particular, take care with dates, incrementing autofills and special characters like / or -. Doublecheck that your text file is ac curate before sending to us.
1 2 3 4 5 6 7 8 9 10 11
{*ID7  *sample name | “tissue . i D | age age_unit “public_description | *sample tite | ‘collection_date | ’biomaterial_pre " culture_collecti
S

12 13 14 15
karyotype | phenotype | p i tom_attributes_1

BEXFE

Sample

Rr: FiIEERNEEESERE. BHERRESENESNE
TX, WFEERFEZ. HERAHARFRGEEAREESEED.
MRERFIXEZIEFEfEIR, ERJLABEXRIMAEER

wRE2: SRMERIRE
f&TindividualflsampleZFH AR

EESER FHSHEETR 62
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6 GS A forHuman

Genome Seguence Archive

Study

( "
Individual

. J

4 )
Samples

L J

GSA-HumantA5=RITcEEEER

PAGeneral_1.0.xIsxa65l: FERTF Kintifs 1 PATIHR

r This sheet is used for Experiment information.
‘GREEN fields are mandatory. Your submission will fail if any mandatory fields are not completed.

GREY fields are optional. Leave optional fields empty if no information is available.
BLUE fields require for paired-end data only
YELLOW columns have drop-down menues that allow you to select from a controlled vocabulary. Once specified for one row, these values can be copied-and-pasted down.
When the Platform (column 4) is Helicos HeliScope, the Planned number of cycles (column 16) is required.
CAUTION: DO NOT delete or insert column!
Be aware that Excel may automatically apply formatting to your data. In particular, take care with dates, incrementing autofills and special characters like / or -. Doublecheck that your text file is accurate before sending to us.

[ Experiments |
Runs
( N\
Sequence
Files
\_ J

1 2 3 4 5 L] 7 8 9 10
"ip Y xperiment title Y *sample_ID b *Platform I *Library Construction / Experimental Design | Libraryname | ‘Strategy *Source | ’selection | ‘Layout
E1
11 12 13 14 15 16
*Read length for mate1(bp) ¥ Read length for mate 2(bp) 1 Insert size (bp) “ inal size (bp) | i deviation (bp) ¥ Planned number of cycles | E x pe ri m e nt %E

MRBENMEFEPRASHNFREE, WESIRZ /M Experiment (1:N) ; Experiments
RunZEMIRIXHREBHI—S (1:N) .

This sheet is used for Run information and needs to be created after Experiment sheet.

GREEN fields are mandatory. Your ission will fail if any mandatory fields are not completed.

BLUE fields require for paired-end data only

PURPLE When your Run data file type (column 4) select bam. If you want to submit your reference file to our FTP Site, you need to fill in the Reference file name and MD5 for reference file (columns 9-10). If your
YELLOW columns have drop-down menues that allow you to select from a controlled vocabulary. Once specified for one row, these values can be copied-and-pasted down.

EREEE1: WRXR
1:N I

CAUTION: DO NOT delete or insert column!
Be aware that Excel may automatically apply formatting to your data. In particular, take care with dates, incrementing autofills and special characters like / or -. Doublecheck that your text file is accurate before sending to
1 2 3 4 5 6 7 8

DY *Run title Y “ExperimentID | *Run data file type *File name 1 h “MD5 check 1 E File name 2 Y MD5 checksum 2 Y
R1
9 10 11 12
Refe file name ) MDS5 for reference file T A bly Name or A i A bly A ion URL " Ru n %H

w2 SRS BRI XHBRS e H—HDE
ExperimentflRun title A BIEBEBZFHE || XHBMYRS LEXH=E—H. WRF—H, &

kSRR, MHFNBREATESRER ST BSTEIREN, Mozl (LIRS -
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BIG Sub ' GSA-Human ' Submission: subHRADDOE50

BioProject

éﬁ GS A forHuman

enome Seguence Archive

Study

( )
Individual
. J
e )
Samples
L J
( . )
Experiments
Runs
( N\
Sequence
Files
. J

Submission ID: subHRAO00650
Submitter Study Information Data Access Committes Metadata Files Overview & Submit

General Package

+ Upload the metadata file using Excel format

Please selected file J:{giEE %ﬁﬁﬂgﬁ*ﬁ

@ Download Excel Template Genera) 1.0 spreadsheet, edit, save and then upload the modified template.

If you have any question or would life to give us any suggestion/comment or report a bug, please feel free to contact us at gsa@big.ac.cn

* Upload the metadata file using Excel format

— u
General_1.0_us-GSATEST.xlsx  76KB i ' ‘“ .\

@Download Excel Template General.1.0 sp 'eet, edit, save afjd then upload the modified template. For more help, please see the Example File.

If you have any question or would like to give us any suggestion/c§mment or report a bug, please feel free to contact us at gsa@big.ac.cn

v e

* Upload the metadata file using Excel format

General_1.0_us-GSATEST.xIsx T6KB i " Checked OK.

@D Excel p General.1.0 edit, save and then upload the modified template. For more help, please see the Example File.

If you have any question or would like to give us any suggestion/comment or report a bug, please feel free to contact us at gsa@big.ac.cn

IEER, =& “Save and forward” HANT—F

BXHHERED, FRARIRTMEN
(EREEHLERE
MBEEFMEE, REBIMAQQEF
(548170081) 32ifie, ERiEidEBFHRM
gsa@big.ac.cnBAZFHi].
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BIG Sub / GSA-Human / Submission: subHRAQ00497

Submission ID: subHRA000497

BioProject e v oot i o

File upload mode

Notice:
Each file must be listed in the GSA metadata file you uploaded.

éﬁ GS A forHuman

enome Seguence Archive

Unique file names should be used for all files.

Files must be compressed using gzip or bzip2.

AThis is not the last step of the submission. Please click the ‘Save and forward' button on the bottom of this page and step Into the ‘Overview’ page, where you can
overview and check the metadata you submitted and click the ‘Submit' button to finish your submission.

Study

* How do you want to provide files for submission?

i
]
1
]
]
1
]
]
1
]
]
1
]
]
1
]
]
1
]
]
: BFEV) $W(M B #EI(H)
: = TEEoOmO LY ITA S
]
( ) 1 EHUH): BFEU): ZBW): =0y -
g g : Use FTP client to upload files. FTP Username and Password are same 1o the BIG Sub account. Bt EHEZIIE.
Individual : e | e recrensas
1 You may upload your files to our FTP site using an FTP client software (such as the FileZilla Client) or using the FTP command. 5s DBR
H 3
. J : Address: fip://submit.big.ac.cn o~ RS ERMERTIE..
1 Username: Same as you login the BIG Sub W iE: Pl NEREN
: Password: Same as you login the BIG Sub BT EAESIHTT |
] R TR /GSA"RIE BFI..
1 After you connected to the FTP server, please navigate to the GSA directory and upload your files here. DO NOT upload files to the = =
] FES: | C\ v |Emas: |/ v
( ) H root directory. -
1 e RN X =2V
: NOTE: Please use the binary mode to transfer files. If you are using the FTP client software to log in to the FTP server, follow the software™s Strawberry p=<t I 2 GenBase
Sa m p I es 1 instruction to set the transfer mode; If you are using fip command, type the binary command before the mput command. Recovery peatd @23 GSA
! ProgramData P | GV
] . 2 GWH
\_ Y, 1 . Program Files (x86) -3 N OMiX
: Aspera C d Line Program Files -3
1 Perflogs =
: Use Aspera Command Line to OneDriveTemp T
I M\ e 3 KRECYCLE b3
I A . GenBase
4 \ H m I3 Kieg11 i T,
- H —_—
Experiments - e e
] = -~ Y Y "
~ .
: BiERE, 1. GSA-HumaniBB3Hs | [=uee- e -
Ru ns 1 Save and forward
1
]
\ ]
1
_______________________________________________ H
4 )
Sequence =
q BO B 1.2TiB o0
Files
. J
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BioProject

e
(1) _EALETSC AR SO IMD ST R E Run 28R BTG 1 — 8L
S — (2) bESTIEMISCrE Sas EE—, I LA SRS,
1 A 1
| 1 (3) fasto iR )G F%, ERiFHg Uz Rgzip o0 bzip 2 R4 2 1.
§ GSA forHuman ! e e o bt
Y onamesore e i () M2, HAOTHAR ST, RS Ak T RIS R RS B 3,
! E (5) HRIIARAHRIE R SHL, SR AR TR 1T, BRI BRI & IR0 008 (A-ZiRa-z), 5 (0-9), FRILOMIEER(-).
E i (6) UNGLMETR S LRI 30TB A%, HIEERRIRI., BARMH: gsa@cncb.ac.cn,
]
i Study | (7) Bl LFI, RPGERTT IS, BOSOPE EISR T 00K FRBUTERIN, RYEL A MRS,
]
H | AL HASRBABEE NG — % WA ORI N TR — W, NN & $22 ol RN & 3220 DL, S0SHT A SO RO AT ISP MO TE BT, R AEEIG, Al
H ! SR, RIS,
: : XEF) R|E) FEV) SWM BEB) WENH) BWIAEE! (N)
| i E-EmTEoRrROxLITa s
i ( ) : =1 RSO =BW): #=O0: | =
i |n divi dua| i * RS 1A% 5 =y
I 1 s Pl MEREN
i g i o roe il FHISEIES ftp://subhra.cncb.ac.cn
1 & | 2 = |
T ; e i o Bl o = Al
E E EFFTPZ) SHAKPE (4 P, FTPUE S HUEEE R GSAHUmanE H—H I AR o8 AEWSHREFIZRE, wO: 21 ‘
: : fERT LA 7 ) L FileZillank HFTP AT 21T N f s R /GIATRIBRFIS.
i 4 ) i Address: ftp://subhra.cncb.ac.cn 2‘::"% S Ty = -
1 1 Username: Same as you login the GSA-Human o Sl <t
! Sam ples i Password: Same as you login the GSA-Human g | il
: | TR ProgramData p-03
! \_ ) i Program Files (x86) b
: 1 1. HEAFTPIG, ifIEAGSALsE, (isubHRA002931 LK, JHEUA AR 2194 1-f45]subHRA002931+ Program Files -3
i : M |- L E PerflLogs p-{3
: : 2. I LY OneDriveTemp p=<t s
| ! 3. T MEREAR 11t 14 EFFTPZ EEE, BB SRS BRI, WIS FTPM 17 L4 SChF, WHE KRECYCLE 2 e GenBese
! ( . B i AMpUti e Zill, Sz fbinary@ e, KL I amm Keglt X L
| Experlments ! 5 A% R 17 AER, AN 9599037400 FT |5 AER
H | O Asperafii 21 Erre m mEe *
i Ru ns : i Asperaifi 217 L4t A\ Ty Ay
! i [EITAESS
PN : BINERAEZFIRREZEGSANHEA, ¥
e e e e e e e e e e o e e e H
= ~, », . h 2 14
RIZ(ER%, #MW: GSA-HumanifiBg3iy
Ve “\ BRI T T

Sequence T Sniilee
Files
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BIG Sub / GSA-Human / Submission: SUbHRA000497

Submission: subHRA000497

. i ‘Submitier Stuay Information Data Access Gommitiee Metadata Files m
BioProject S

Study Title GSA_TEST_20200910
Description GSA_TEST_20200910
Data Accessibility Controlled access
Data use limitation Non-profitable use
e ] Data access agreement document DAA-for-GSA-Human.pdf

5 GS A forHuman — S
G

enome Sequence Archive Disease Name immune system cancer

Release date 2022-09-10

Study e

submitter BIGD GSA
gsatest1@big.ac.cn
Organization Beljing Institute of Genomics, Chinese Academy of Sciences
Department BIGD
' N Country/Region China
Postal code 100101
Individual
Data Access Gomittee
\ J
Accession Name nas Email Organization Department  OTc s contact
members phone person
7 \ BIGDGSA  gsatesti@bigacen | Doond Instiute of Ges"cﬂ‘::z:g Uhikane Academyiofl B : (60 Ms;;gm Yes
HDAC000225 DAC_TEST_GSATEST1
wang .
wangyanqing@big.ac.cn B8IG BIGD No
Samples yarcing  “TO/NSSE08
. J
Metadata Information
Metadata file General_1.0_us-GSATEST:xisx 2020-09-10
( )

Individuals & Samples

E x p e ri m e n ts Individual Name Gender experiment_group disease_name ethnicity 'samples.

Ru n S GSATEST1_2 male case set acute myeloid leukemia Han Chinese mples(1)
\\ J Experiments & Runs

Experiment Title Platform Sample Name Selection

GSATEST1_2_S1_E1 lumina HiSeq X Ten GSATEST1_2_S1 DNA
e ~\ Run Alias Run Data File Information File Type

File: human_f1.f
GSATEST1_2_S1_E1_L001 ! fast
Sequence Ee e

-
F I Ies Total Items: 1 llems of 1 - 1 Pagesize |10 Page 1/1 <<First Last>> JumpTo 1 \ co |

SwRE "B | BREHEASIEFEEIGE, FiCFRIGER
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BURHEZAIE

- I
E—BER: ATH#X BT SURKEASRE

-~ SHREA T4 1 5t
T = — = —_— ——
TR RIS TSRS SRR X BRE—H wElE || ERE
T LECOS SR
=e e MD5#8 =2 & It iR ST,
Accession Title Submission ID Release Date Package Status Access(Request) Operation
i Dealete
Unassigned aaaaaa subHRA000350 2021-09-30 General i Controlled(0) =
- : Checked OK
HRAD00165 test subHRA000201 2024-03-22 Cell Line SRS Open
Update

- BIEEEZSXELBHKRSTEIMTETINES. MEEMRAEXEEMEE, YWBMAREMNBHQQEF
(548170081) Zife, HiE I FHBEFgsa@big.ac.cnBXZRFi]
- BUBAREE, 159 —ARIACcessionfRE., TILMERZHEESESHESHTEEED.
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