“NGDC

R HIRVIMEE (GSA) fEM AR
2 Y11 ST SSTTTVRTURTSSPRPRSPRN 2
B TR e 2
GS A B BRI . 3
GSA BHABEMEB BUBRFBAN ..o 12
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GSA BB T HEIEA AR . ... 15
AR ST R s 16
Aspera BT EME (HETE) oo 16
FTP BB e 18
TR AR 25
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RGEN
4R FEIAHIIEYAHY EE (Genome Sequence Archive, GSA) 2483 RIS MBI 32\ 1%,
EESHERSG . GSA E1E INSDC HIEEFE RGN BIBIREMBIELSEN, TELXIRED
(Experiment Metadata). MF KR M52 (Run Metadata) 155 LK Y3440 3 32 4 48
(Sequence Data file). GSA A AA&EIE K HHE R LDEHBESE — LN O—EHIE
#3%% (BIG Submission, BIG Sub) TR —iiREIEHE.
R FiER
BN EYBEE® R R % (BIG Submission, BIG Sub, https:/bigd.big.ac.cn/gsub/)
TSRS IR, BRI (E A SEah E AN SLER R T M . I REEK S EMMEREREIERIE
farja)8%, 158E % bigd-admin@big.ac.cn.

aaBIG Sub

BIG Submisson Portal

Home Documents Data Manager AZhang gGlogout

Register Form

Account Login Information

Email*  Enter user name

Password*

Confirm password

Personal Information
First Name®
Middle Name
Last Name*
. Street Address”
City*
State/Province
Postal Code™

Country Afghanistan

Institutional Information
|“5|i|u|e]()ganiza(ion“ Beijing Institute of Genomics (BIG)
Department’
Lab
Title/Position

Research area



https://bigd.big.ac.cn/gsub/
mailto:bigd-admin@big.ac.cn

GSA iR BIE

ARETHRERSNFRBECHEN—HESTEY, FTRENREAERESER,
#i BIG Sub Zi—AMOi#3% GSA HiREER, APEEN GSA HiBEMNMRESEE
BioProject, HAMMWERILIHALIEENA BioSample(s). GSA EFXHIREDEREL
MR —WNEHXEXR, BIREWINTE.

Umbrella BioProject

PRJC SEEEEERET
‘ BioProject ‘ ‘ BioProject y BioProject
ioProje T 37

| T
=

SAMC ‘ BioSample J \ BioSamplez\ [ BioSample ]
\ ‘ 5 J - 3,
|
|

BioSample

(oot (ovoimor) (et

ST [ | =1L
CRR CRR | CRR CRR CRR CRR
< Run || Run Run |--| Run Run || Run
Red color: prefix of accession numbers CHED R T R A ¢ J \

B RZIRMELBRUNT

BIGD Databases

ools andards  Publications o nin to BIGH
English
%7 BIG Sub :

BIG Submisson Portal Zk%gﬁiﬁqzﬁjcu'lﬁgﬁﬁ, ﬁfﬁﬁ“‘fﬁ EEtJ]ﬁ

Home Documents Data Manager L Weicome, Zhang~

R BRI HE KR BIG Sub Quick Start Guide  BIG Sub $£/ A

BIG SUbRAEHER LAEVIEES —LZEAD, HEER T BioProject. BioSample. GSA. GWH. GVM. BioCodeS$#EEE1# D,

BioProject BioSample
iR 5L A BT IUN B 5 B IR Vs SILE SRR AT A S BRI RRIEE

Genome Sequence Archive (GSA) Genome Warehouse (GWH)
HZBBERILR . Tk TEEATRS lpE 27k = Ankiek s ealial= et ve oo

Genome Variation Map (GVM) BioCode
EFAFFERERIIR. EEERENREE BEESFIREME BB H T AR E




BIGD  Databases  Tools  Standards  Publications  About Sign in fo BIGD

EEBIG Sub

BIG Submisson Portal
BIG Sub / GSA
GSA EAFFERMIEILT. B, EEEHI RS, EFELUECGSALEIESR . EFE# \BioProjecti®sr A\ 5 rBioProject (WHFFRTE HEER~ER) BI8I2, #NGSAMA#A.

#or: E—/TE (BioProject) RI&#ENIAEEIE—/ GSASUEET; EBioProjecta & £3#ARA (Sample type) , #IPRICA001357, ERERFFERILR L/ CSAMESR. #i¢
AR RISE TR IR T GOASIEE T -

TSR ATCSAHRE

| FE GSA I GSA Quick Start Guide GSARERIBEA

RZEER (Submitter) —ATWERBIRXERER, RESTEEMENAFEM
RIS ZFIE FIHAER, WBMEEFEFAE, TEEESHET REHHAT—IR
(Save and forward) "#5ERIEX.

¥ BE\ESERSXHAEIRRERHIEMEE, 52 RIREEAEMIREE,
M AE LA E N HIHE 3 & 15 2R FE .

BIG Sub /| GSA / New GSA

01 02 03 04 05
f g0 HAER TEHEfEE B BRER

R H

* 4 il * YK
Zhang middle name Sisi

* HRFE & FRURRE
zhangss@big.ac.cn secondary email

* Bhr Eoast s * ¥
Beijing Institute of Genomics, Chi http:/Awww.big.ac.cn BIG Data Center
FilL 3

* Bl * I
Beichen West Road Beijing

* W4 * EFUHE

100101 Ghina E‘

BRAFIFHEA F— 10

EAXIER (General) —ATUE GSA HIEERIHIAER, BEAHHE (Release
date). FreRFIfER{SE (Description), IBE{EE (BioProject accession), #A{EE
(Sample Information) .

E: RGBS OIEF GSA %K BioSample, FiF TLBIE GSA HXM
BioSample 5R", IREAGZRRAMATH TR THBEER M LHLE DR, RE
BERLIRETEHIRIZ

1,




IR IGERBI3E GSA tH5KHY BioSample, 15i%F ‘KB GSA XK BioSample
BR, KEBUTRETHRIER:

BIG Sub / GSA / Submission: subCRAO00633

02 03 04 05
EAREHE FolckfE 8 b A S

EZNIE]

FATE

© FEBTREETRA (8#5)
[OFiva=t chv

Release Date i ZR1E, FFAAIRIETE
2019-06:25 SRBITRE, EEKTERE 2 £.
(yyyy-mm-dd)

it

* RAnskas s s A n ==q
1. ETUREBREE /A EH, EZEHEZH. GSARIEEHET AT, ﬁﬁ%mﬁ* " H
2. A HEE I LIEEGSARTT R Gt T IEEL (http:/bigd.big.ac.cn/gsublst

ibstitute your GSA ion number]/contents)
3. MF 5| EX EER Zaccession S M X EA T ERENAAREMAR. BINFREXSORENEREAFZEIE; TUGSAHRENRZ M & A B X 1Z580E:
4. —BEXERF. ETLUAES, FECEARLENLHEE~(EE, ME, BT, TS, Wi HHEEREIZ0HE:

ig.ac.cn

© lacceptit. © |don'tacceptit.
ARRERIERE S
* FRE
* HREE
MEHEE
< WEETEES NREBEBLZENET BioProject, iFEHITR Accession 5;
OR Go to create BioProject

MRIBTARBIE BioProject, H = HFHAI{FEIZE BioProject;

HAEE

| @ serzcsnisisiosamplez e

> Al i =825
T CEIE/ GOAEZEIBoSampleE & | AL EARBIE GSA HEXHY BioSample 52551

TREFSEHA T —

. BEARAR (Sample Type) —FTWEBXHERLEEE

At o


https://bigd.big.ac.cn/gsub/submit/biosample/list

04 05 06 07
XM HEEH cHEER s BRIEE
= ti)
Pathogen
(O Clinical or host-associated
(O Environmental, food or other
(O Microbe
e/Environmental Sample (GSC MIMS

LA Plant 941

() human-gut

() soil

(O water

BREFEHBAT R

A BN (PEAREAMEALBEREESIEELG) 2NAE, MREHEEEIFHIERE
22 %) GSA-Human #IEEE.

HARY (Attributes) —FTHItERZHEANEMLER

B/ o

1) TEERE, w0 EESR Plant.cn.xlsx (F3ZhR),
5. BE%E8), 1FEF Help;

e.g. Plant.cn.xlsx AlF3Z

04 05 06 07
HEEH nHRER Xk BRI=E

HhHEEERRER
+ L #BioSamplelt 21233

L

° amsEmpmwg;gmmm%mzmgﬁgrﬁ- .

BioSample lEBE 3 H: A e.g.Plant.cn.xlsx =
ELEH, HEE Help-

2) WEIRIRHH I ETIRE, BEXHERFERITH L1E;


http://www.gov.cn/zhengce/content/2019-06/10/content_5398829.htm
https://bigd.big.ac.cn/gsa-human/submit/hra/submit

04 05 06 o7
HEEHR ARRE Xt ERIEE

HHEEEEES

* FiBioSamplellt B3 #F

I Bl |

O BioSamplefft BB Planten.xlsx: ERESEHETREELE-
BioSample {tE 232w El: #5 e.g.Plant.cn.xlsx =
ELEHN, FEFHelp-

3) LR, BRI R EITHERBELHZ:
niien ! wein

HOHEEEREE

* B Ei#MBioSamplelt Bif 3

Plantxlsx  24KB HER e

O ES T REEEM BRI RS . EUNEERN EoE REHFFN TR EMBioSamplel B BRHRERRN . ERE Lt EEE
HEf-

4) BEXHEZART, BB MR8, BRE LENXEHIZRFRRAEREN
&, BEFLLEMEREE, EEFZEY; YXHFZEY, o REH
HAT—I (Save and forward) "#2, Z£iX BioSample #tE2123Z;

04 05 06 07
HEREH AR A #BRiER

HHEEREE
« B L& MBioSampleilt B12 33 fF
Plant.cn.xlsx 24KB HlES: ¥ ERROR:

THIBRTE: erronxt

Error in Sample sheet

row 11, column 7: "biomaterial_provider” is empty
row 12, column 7: "biomaterial_provider” is empty
row 13, column 7: "biomaterial_provider” is empty

row 14, column 7: "biomaterial_provider” is empty

O EoE R AR S N TR SR R FNHFRRD, od REFBAT W REBioSamplelt 81235 R HFEFED. ERIFS LA EHERE
#H b

U



BIG Sub / GSA / Submission: subCRA003595

04 05 06 07
HERH nHlEiR R Xtk BRIEE

HhEEERER

« BLE#MBioSample |l B 1233 #F
Plant.xlsx 24KB e Checked OK_

O ERT ER R ERE T ARIT SRR EUAEERD, @RS RFA#NT I RABicSampleftt B0 TR REEARA. BMFE DA ERERE
HEfe

RIFFPBAT R

TTHIRER (Metadata) —fTHLEIRZ GSA THFEEE, ERMERZTLSEBUNT;
1) TE#EMRSCE, . EEGAY GSA Template.cn.xlsx (F3ZhR),
e.9.GSA_Template.cn.xlsx AHFICHE. EZEHE, 1FEF Help;

05 06 07
FEFER i oS

GSATLEEREE
* W EAEGSAHRRRE X
kAt

AR GSA_Template.cnxlsx, SERIESHHETIEE k.

., ¥ e.g.GSA_Template.cn.xlsx.
EEFE), EEE Help.

2) BRI HHRERRE, BEXHEFERTX EE;

05 06 07
JeIAEE R R b LA

GSATLEEEE

* i LAEGSATILEIRTE

I e |

3) LtEmaa, BE AT BRI #, H T ERBAELER;



05 06 07
mARER XH BRI

GSATHIERRE
* B EEMGSAIRE IR
plant_ExR.xlsx  32KB e il

O FERd R R AN B R AT AR EuHFERRE, Bk REA#AT -IRARGSAR R ERNFEREN. EMEE S EEERE
e

4) BEXHEHAEY, Ea I WERE, MRS EENXGEHRFIRERERENE,
BEHFLEMEREXH, EEFZEY; SNHFEZEY, BRTREHHEANT
—I5 (Save and forward) "#, SeRtEHEARIE?;

05 06 07
nHiERE xtk BRIEE

GSAFTHIRIRE
+ B LEMGSAIL R st 3pF
plant_ExR.xlsx 32KB b +* Checked OK_

O HRERREREA B R AR AR BN ERRLE, Rk REHSAT - RRGSARER R BrtERsR . ElsE LA e EEER
e

RFHBAT R

X# L& (File Upload) — HUEXXH EEARNIERE, 2515 FTP Z iR, Aspera
21T (#EFE) FA Aspera Connect ST a8l E1&, 1R EIECH LE7S

]
P

EfE LA

o

R R E HIMDE RS SIS £ 6SA Metadata Sk NS 5.
ARSI A AL 8

Sastq RS RERER L6, AR Egzip 0 beip28 0 HOE .

* AR AE st

QFmP

SN FTPE A LRI, FTPEESHERIG SubfilE S —F

L R DFaZillark #F TR AT 447 LA 4
Addre: on

Usam: the BIG Sub

Passw u login the BIG Sub

BAFTPR, WEAGSAH RIHEL ERFSERT . R BRI ENSEEART, 8GRSO S8 .

HEM: HEN WS B, RN FTPE AR, SRS R A R R A NPT T L
. WERAmputir bW, RiEfTbinandd, ikl ik,

Aspera Command Lina
M Asparafp 4T OIF
Web browser upload via Aspera Connact phugin

# Ml Aspara Connectil KU L. ST R Aspern CannectilfF. TR R IR T REK,

AT R

FAFUNT—H



. HERSE (Overview) Rt GSA HiIE R HIB XS EMEAT R . A ERIBZ Z 8,
FAREESHHESZ ERE, EAENTEENER. BESVRELREE ST %R
3% (Submit) "FERRIEZ .

07
BRES

GSAHK{EE
RERRS subCRA003595
R Full-length transcriptome sequencing from multiple tissues of annual ryegrass
WEEE Full-length transcriptome sequencing of annual ryegrass (Lolium multiflorum Lam )
)] 2020-07-29
ER&ERS
RxE Zhang Sisi
zhangss@big.ac.cn
By Beijing Institute of Genomics, Chinese Academy of Sciences
##il BIG Data Center
ElRihE China
St Beichen West Road Beijing
i3] 100101
AHAERE
Faxm Plant
BioSample#hig 3 & Plant.xlsx
Prticl s plant_ExR.xlsx
Xk nETs #hEk ek TRRE
CK1 PacBio Sequel CK1 Lolium mulfiflorum PCR
Run®l#& RunFE3IZ B R R pac st
CK1 File: m54211_180613_064306.subreads.bam bam
Ck2 PacBio Sequel CK2 Lolium mulfiflorum PCR
Run®l& RunESI A MERR R paG et
CK2 File: m54212_180609_084342 subreads_bam bam
DK1 PacBio Sequel DK1 Lolium multiflorum PCR
Run3l& RunE 53 H R IEE R prdantil
DK1 File: m54213_180607_091704_subreads_bam bam
DK2 PacBio Sequel DK2 Lolium mulfiflorum PCR
Run®l#& RunFE3IZ B R R pac st
DK2 File: m54214_180609_073921.subreads.bam bam

Tolaltems:4 | Hemsof1-4 |  Pagesize Page 111 <First  Last>> Jump To G0

U

#Hzk GSA GSA Quick Start Guide GSARARSE

GSAHS BRHS GSAtFE EIREN REiRE B1F
Unassigned subCRA003595  Full-length transcriptome sequencing from multiple tissues of annual ryegrass  2020-07-29 Unchecked “
e Confidential

BERAT, BREEESXHEZEAENTFE 1-2 X (BIREBR AN AFRE#
1K), VFAERMEESWEI—IHRMER T, F A& GSA JIRFEXRRAEIEH GSA %

10



S (GSAAccession number); #IRIAEHPHIRBELSEXHFZFEEIEP LIz, 5
SR RIRE B EMERRE, FIFECEMERIRER.
GS5A Quick Start Guide GSAMEERE

GSARS ERES GSATF R Rin A xRS B1E

. . . Checked OK
4002926 bCRA00359 - -07-
ICRP.OO: 2 " subCRAQD35 I Full-length transcriptome sequencing from multiple tissues of annual ryegrass ~~ 2020-07-29 Confidential m

-
1) GSA#R%Z#S (Submission ID): sub#, 1 _EEFH) subCRA003595. i&{X7E
Bt % GSA THEASIEHER, T E7E BIG Search FREEMRAEXENERRE

e

2) w7t BIG Search MZREEFNHAEXEFFEH GSA %= (GSA Accession
Number): CRA#, 30_t[E+HH) CRA002926.

11


https://bigd.big.ac.cn/search
https://bigd.big.ac.cn/search

GSA ¥iEE S, MpRFnEM
£ GSA BIEEXHAETRH, TRUEFEFERBTELIHZ, BARABRERSE
“Submission ID"HANHEARRNEERRE, OFFH GSA EAR{E8E (Basic Information) HRIFRER
(Title) #1% % HEA (Release date); @223z & {52 (Submitter information); &M
‘BN E#E (Add Data) "2, ¥ I "GSA HEE 8 ; OIEea MR 24232 L3 (Experiment)
FMFRE (Run) BEXRER; OFAEHH (Update File) ™ #, *MFEFMEIHEIECH
(#% Aspera Connect XIS s8 M L& XA PER)
E: BURERR IR ST PR R REIE L R RS SR ERER.

GsARAfRR

GSAIE% {58 SubCRAO00633 / Release Date - 2020-12-31 iject EE BioProject 1%':%

wE 1 Runs are waiting for check

2 Runs are waiting for files

i Human dataset BH GSA EXRERHRERENLZ B

P =] 2020-12-31 ]
‘7‘ & %A
1 ERR
i3z Zhang Sisi
zhangss@big.ac.cn
gy Beijing Institute of Genomics, Chinese Academy of Sciences
1 BIG Data Center
[ER 1 China
Ikt Beichen West Road Beijing
W% 100101
BURZHER
AHERER
e - N BEAS - EFETTE, #b HER 0 T HE
wsmie s [swswonss | 7 BioSample &
BioSample 1252455 subSAM023445 _E P ﬁ;l-u_.\ ?EE!?,E%EJ:{’E}‘C{# 1%-'%
FoR e 5.Human.cn.tests.xlsx added on 2019-07-30
exp_run-Human.cn.tests.xisx  added on 2019-07-30
| s e I Edz
XGRS SKSER P ETR MEFa pde=ic ] HRES: A SR SRS B

Unchecked B

Confidential T ﬂ%aﬂ[ ﬁmu % EHE&

CRX022919  scRNA-seq of WIMSC27  Homo sapiens  llumina HiSeq 2500 FRAGMENT  SAMC021024. scRNA-seq of WIMSC27

L,
Runti® Run&iti RunBFICHHbE S B SO 0N FE R L&
% FER
CRR022892 scRNA-seq of WIMSC27 CS300_TGACCA_L002_R1_001 fastq.gz Status: Unchecked

] A K

Checked OK B
CRX022020  scRNA-seqof WIMSC28  Homo sapiens lllumina HiSeq 2500 FRAGMENT ~ SAMC021025: scRNA-seq of WIMSC28
Confidential ™S
Runfis Run{&#R RunfF3IX fHIMERES BIE
CRRO22893  5CRNA-Seq of WIMSC26 ~ GS300_TGACCA_L002_R1_002 fastq gz Status: Checked OK o |
3
Ghesked oK
CRX022921 scRNA-seqof WJIMSC29  Homo sapiens lllumina HiSeq 2500 FRAGMENT ~ SAMC021026: ScRNA-seq of WIMSC29
Confidential
Runfis Run{&#R RunfF3IX fHIMERES BIE
L2
CRRO22894 5CRNA-Seq OfWINMSC20  GS300_TGACCA_L002_R1_003 fastq gz Status: Checked OK o |
3
Total ltems’ & ltems of 1-6 pagesize 20 v Page 1/1 << First Last>> Jump To 1
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7£ GSA BIE&EXXH)AESER 2 F (Status A check OK; confidential) . FI AR @id 5
F“Submission ID"HANFEARRITFE, OFEH GSA EARES (Basic Information) = aJ#R
Bn (Title) #1%4 % HHEA (Release date); @EMIR3zE (=2 (Submitter information) ; @1F
A “i&m#iE (Add Data) "$2, 1¥1°GSA HIEEAE"; OFER"E#HCH (Update File)
, AFMEHBIRECM (T Aspera Connect FSE 821G EESTHERAER) . IREIT

L& Ml PR 2 IR 3Z L4 (Experiment) FMFER M (Run) EAEFEE, FH@E
gsa@big.ac.cn HRFHEX R &R TIE4H.

BRI OIS FI R AR R REE R R RS SR EHAR.

/

GSARS 1BEmS GSAERE sl 3RS BIE
SRR
CRA000532 SUDCRA000595 Human dataset test 2020-12-31 z::;‘;::;’j

e

BIGSub / GSA / Submission: SUDCRA000595

GSARK(ER
GSAZIEfSE: sUDCRAOD0505 / Release Date :2020-12-31 / Project: PRJCA000644

- ‘ EHi GSA BAERB TN LT AN

Fzi=)n) 2020-12-31 &
& m&#in
BRERS
BeE Zhang Sisi
zhangss@big.ac.cn
B Beijing Institute of Genomics, Chinese Academy of Sciences
Eilnl BIG Data Genter
ElZ AR China
ik Beichen West Road Beijing
HB4E 100101
: I ERRZEER
TR ER
— } HAXHLEERE, #MAREHL MHERMTHE
2 uman sample
TURHE SR 5.Human.cn.testd.xlsx added on 2019-06-13 fgi#

exp_run-Human.cn.test4.xlsx  added on 2019-06-17

=8
e

TRES KEEH VI ETR MEFE KPR HARS: HAEH KBRS BIE
ScRNA-seq of Homo iumina HiSeq SAMCO018351: ScRNA-s€q of Processed Succeed
202 WJIMSC21 sapiens 2500 HRAGHENY WJIMSC21 Confidential
Run#gs Run#& RUNFEFISCAHNIRIE R BIE
ScRNA-seq of Status: Processed
CRR022201 MSeo CS300_TGACCA_L002_R1_001 fastq.gz e
ScRNA-seq of Homo Iliumina HiSeq SAMCO018352: ScRNA-seq of Processed Succeed
SRR WJIMSC22 sapiens 2500 BRACRENY WJIMSC22 Confidential
RunZfS Run#F RunfFBISCPHMERS, BIE
scRNA-seq of Status: Processed
CRR022202 WoMSo2? CS300_TGACCA_L002_R1_002 fastq.gz e,
ScRNA-seq of Homo iumina Hiseq SAMC018353: ScRNA-seq of Processed Succeed
SN WJIMSC23 sapiens 2500 HRACHENY WJIMSC23 Confidential
RunZzs RunE i RUNFEIISCAHIIE IS8 BIE
ScRNA-seq of Status: Processed
CRR022203 WMSCos CS300_TGACCA_LO02_R1_003 fastq.gz e — 7
Total ltems: & ltems of 1- 6 Pagesize 20 v Page 1/1 << First Last>> JumpTo 1
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GSA BiiE&E X
INAPEERAILMT GSA BIEE, ATRE TEFIRFS UL (Release Now) "%
, STRIERTRERL.

Accession Submission ID Title Release date Status Qperation
I . R . . . Checked OK ‘ ReleaseNow )
CRA002926 subCRA003595 Full-length transcriptome sequencing from multiple tissues of annual ryegrass 2020-07-29 Co:cﬁdeemial :

EBRREIERIAE ot Yes”, BIRIFEI GSA HIRE. EFE Y GSA HIEE.AH
I, FTASHExEH BioProject 1 BioSample(s)i&EIRt &% (B AHLEIER 2R AL £ &
WA .

Confirmation Box

Are you sure to RELEASE cra subCRA003595.

Cancel @

F: GSA MiIERME, FZ/LNNETFIEEIE, FHIE)IEKRINGE, BIRI7E BIG Search #
18313 GSA F751= (Accession number) # Z 2| ##& 5 LUK #HX BioProject 1 BioSample(s)

=
At o

14
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GSA BRI ZHEEE M
1. AFEEIKSEM BIG Sub &%, 7 GSA 232 &4t5)%k+, #EF| Operation H4
“EEHE (WEFRR);

Accession Submission ID Title Release date Status Qperation
ReleaseNow |
CRA002926 subCRA003595 Full-length transcriptome sequencing from multiple tissues of annual ryegrass 2020-07-29 Checked qK
Confidential ‘ Share .

2. RE'DE, SEMWTERTHNS ZHE, SHizEEHRESRS, HEFTUE
BHIE;
m GSA Quick Start Guide (US) GSA Quick Start Guide (CN)

Release

Accession  Submission ID Title date Status Operation
ReleaseNow
T e Full-length transcriptome sequencing from multiple tissues of Checked OK Shared URL:
CRA002926 subCRA003595 -07- E
o 20, [{sUnCRANSS annual ryegrass 20200129 Confidential ttp://bigd.big.ac.cn/gsals/T31EV!
Cancel share

E: teEE AIRETEERE, AP LURZEEE S ZRmEBMERA, A EEEEREE, BAT
BHEIELZ S EN BRI EHEXINAT .. BIERXZESERRE, 1E2E “ Cancel share” %44,
HUHEERL =,

15



R LR

AXf ERTHE, BEZMERR EETE, HRFEREP—MARAR ERRIE. &
b EEARE, FTFEFHXH LA, TUAEZEAENT I HAES (Overview)”
EE LRNTHERAHIER.

Aspera &7 LR (GEFH)
R LUEIE Aspera 41T, ERAUITHI®SE LEXXH:
[path/to/ascp/] -P33001 -i [path/to/key/file] -QT -1100m -k1 -d [path/to/folder/containing/files]

aspsub@submit.big.ac.cn:uploads/ [user dir]

0 02 03 05
BRERR HAREE TR E Xt BN & 1232

Xtk A

15

AT TS IMDSR A SR TE G SA Metadatait i PIRS A1—3.
SRR — o

fastax thR/AESRE L%, BEFiNREozie 3 pzip2ri=laERI -

* R LA
O FT
FERFTPEFURII L2 FTPIKSIRIEBIC SubfilkS—H . HHEDURZ ST 04 XS B SIT, H

@ Aspera Command Line

FRIAXRE, TREELE.

EFAAsperad 1T L5301 - HEFAsperans &1THI, HEFFnFAspera Connectflift. MNRITETRITAspera Connectifft, AT
JllaE A e

HE: §1MAFK [user dir], IAFBREFR
B, #<{THF—EZRFRERESR (User
Comneztonascs o Directory). {ER&EHHX: RERIXHS”

[pathito/ascp]:
Microsoft Windows: C:\Program Files'Aspera\Asper:
¢ \users\[username]\AppDatalLs

RoerausemameyAppk atorsspes st (o nom-ackns mtaation) (Submission ID) FA“#UREE” (Overview)
Linux: / ralbinascp or TE, AEEIHXH” (Update file) %81, #
‘home/[u |/aspera/connect/bin/ascp

[pathito/key/file AR X I EETEAE, 20: Momelkeys/aspera openssh A“04 32&” (04 Files) X LtEmim, BIAIE
[pathtolfolder/containing/files]SiE R AAHE_ HEMFEI I FIEEEE .

Get the key file FBECH Aspera HSITER

EhEE— MRt T ER (L BeSANIRERSER TERER) . EIE - TERE— itk Sidescsst
&, ZEREERT ARSI P iPs o

TETE LERRATUEEN, hETE LRSI TR A DT -

(Q Web browser upload via Aspera Connect plugin

EFAAspera Connectll WA T L2 MREHTREEAspera Connectiift, S MR T k-

Hrh:

[path/to/ascp/]: #& ascp HIIITIER, —MRE % T aspera connect plugin BJRIER S, #
BRMITERF. TRNRIERS, ascp FETARIMNME.

Microsoft Windows: C:\Program Files\Aspera\Aspera Connect\bin\ascp.exe

gk : C:\users\[username]\AppData\Local\Programs\Aspera\Aspera Connect\bin\ascp.exe

Mac OS X: /Applications/Aspera/Connect.app/Contents/Resources/ascp (admin i P& %)
16



g : /Users/[username]/Applications/Aspera/Connect.app/Contents/Resources/ascp (IE

admin A& %)

Linux: /opt/aspera/bin/ascp or /home/[username]/aspera/connect/bin/ascp

WSITH:

[path/to/key/file] @i HBILEITEETE, A: /home/keys/aspera.openssh
[path/to/folder/containing/files] iz B2 EBE LEAMBXHHAIEERE.

[user dir] A FHE%X (UserDirectory), EiAR: fif “BX%S"” (Submission ID) i#
A “BRIES” (Overview) WM, =i “SEHXH” (Update file) 5, HA “04 X
#+” (04 Files) 3cft EfRTUE, BIAJEZIHCH Aspera I2{TERE

R Get the key file” FEFREUL T H .

i

1) BEAEE—MRIUE-NHNFER(FTLAH GSA MR KRSIEATFERAIR).
HEEIEXNFERR— MR R, HRRRERZTRI, ZERRERTHXH
W B IRE IR .

2) BAELRERMNHREN, AT EEREREIZTHEXMIEFTICH.

3) EfiXH: AnHBEEELRRE, TEABESMEFENH LETNE. XA,

INREFEZEENEEMBIER, SERRZ%S" (Submission ID) HENBLRES”

(Overview) 71, SF“EH M (Update file) %A, #HN04 X (04 Files) 3L

HEETE, EFMEFEXH EEAFRRFITIH LA
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https://bigd.big.ac.cn/gsub/file/downloadFile.action?fileName=/aspera/aspsub_rsa

GSAEXRE

GSA#2X{FH: subCRA002561 / Release Date - 2020-01-17 / Project - PRJCA000681

" 5 Runs are checked failed

i Vi

EHEM 20200147 &

(=]
BRERS
Rk Zhang Sisi
zhangss@big.ac.cn

By Beijing Institute of Genomics, Chinese Academy of Sciences

i1 BIG Data Center

BRRE China

ot Beichen West Road Beijing

W 100101

RS
k¥l Virus sample
23HE 16
HEELR subCRA002561_sample.csv
AR B subCRAD02561_cra.xlsx
I L I B
ERRS TR B B nEER HEHR BRES: FRER ERERRE BIiE
CRX091220  Lactobacillus plantarum L1~ Azorella acaulis  lumina HiSeqXTen ~ PAIRED  SAMC133135: type26 Unchaci o) =)

Confidential m

U

BIG Sub / GSA | Submission: subCRAQ02561

01 02 03 04 05 06 07
ExALE Bhisa iz HEER FelhiRisE ®RER
pc, ds 75
H RSO TIMD SA E-0
SRR R 1
fastq UL £H TE(1R% 4 gzip 2 baip2 % .

AZNEFSORRTNEA TR, FEXNEEECH HEFUS, SEARE PN SAEAT 3 . # HREE TN, £ RUsE Anns. #UEANTSETES, 55 5w,
FERCTEAREIRAE.

Username: Same =z

Password: Same ss

ARG SA BFRFICF EAIRART. WARRH

EEFTRE AN

A

T
# IAmput@-47 B, FiE

(O Aspera Command Line

# FAspera Connedt)

% AT TR,

FTP L&

. FTPEPIRAN LEHE
RAREEFER FTP XAttt (tkfn FileZilla Client) &% FTP BRSSE _EEHIE,

18


https://filezilla-project.org/

SR L FileZilla 49 S2451.
1) B 1%, THEZPBEHM (https:/filezilla-project.org/ ), TETEME 1 iR, =
eI EiEF A “Download FileZilla Client”, FHiZRBIZRLERH;

IFFileZilla........

Home
. 0 @
FileZilla
Features FIIeZI”a Pro m GETIN NOW >
Screenshots The Best FTP Solutior
Download
Documentation
FileZilla Pro =
o Overview
FileZilla Server
Berleee Welcome to the homepage of FileZilla®, the free FTP solution. The FileZilla Client not only supports FTP, but also FTP over TLS (FTPS) and SFTP. It is open sot
_ terms of the GNU General Public License.
Community
Forum We are also offering FileZilla Pro, with additional protocol support for WebDAV, Amazon S3, Backblaze B2, Dropbox, Microsoft OneDrive, Google Drive, Microsc
Project page Storage.
GW'k' | Last but not least, FileZilla Server is a free open source FTP and FTPS Server.
eneral
FAQ Support is available through our forums, the wiki and the bug and feature request trackers.
ﬁgﬂf:crtt In addition, you will find documentation on how to compile FileZilla and nightly builds for multiple platforms in the development section.
License f B
Privacy Policy © Quick download links
Trademark Policy
Development Download l Download
Source code FileZilla Client FileZilla Server

Nightly builds Al platforms Windows only
Translations
Version history

oh ’ Pick the client It you want to transrer files. Get the server if you want to make files available for others.
anaelon

E 1 FileZilla Client 3 T &

2) 25, FTHGE, REWE 2 Frx, EEEHIEE B submit.big.ac.cn”, A&
MZIEES GSA BUREREMIKSEFAEMZERE, RESH REERE, RSB RERMK
I, MRERER, BEREBERETNEEEEHRER;

) FE 3 &, BMIE, ‘At V@R EE FEREN A EIERRE, miEun s,
Wi GSA Xk, #tA GSA HRE.

4) 4%, fERMbESPIEFE LENBBEXERENGR, SEAE, EF LY,
& EIEHERE miRE s, E 3 Fiw.

5) 885 %, FEMNAEHRBLSHENCATIRCH, HA LG, LERIBERBEEES
HBBRINAER P, MR EETRNSEBERMEAN, SEEMHM MG, ATLUEEE
B,
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https://filezilla-project.org/

chentt3e40big.ac.cn@submit.big.ac.cn - FileZilla — O * I3
TR REE ZB(V) SR OBRESSG) FEE) BEHH) SRS (N
Z-gT TR OO kL TAS |
=H{H): | submit.big.ac.cn : | chentt@big.ac.cn | ZEEZ(W): | eevesssee
s AEERREEE, IS FTP over TLS. ~F
R CEF E
R ERERE.
e e sam e =
s G ~ | IR |/ ~ =
v
A | SigE
EREETH GWH |
System Volume Information GVM
rheMacS_GSA_data w l GSA
\ﬂ J = ’
5 3ERE
RES/Eire o
]
€ >
| TN | e | AR |
o @ Bl = oo
T
[ 2 FileZilla & Fim A @
[ chentto¢40big.ac.cn@submitbig.ac.cn - FileZilla - m} *
MF) REE) ZENV EEM BESG) BEE) #EH) SFEE (N
i‘ﬁ'|:‘-—_--*|n'h° x/|$Q"&
E=illiz) FﬁFE@:‘chenﬂ@big‘ac.cn | E@@:%uuuu | =P |:| HEEEQ) | v
i FEHREEE. A3S FIP over TLS. “
E BEE
s IEEA/GSATHEE 27 i
R EERREERE w
AL | GirheMacS_GSA_datal, v | iR e
=] rheMacS_GSA_data ~ |3
BioNano-data
Hi-C_rawdata
Hlumina-WGS-data
len-san data N
MEE ~ | SR
T —— o
PacBio-data t _HEW Z=EEF=E
Iso-seq_data 4 ENEEEIEIR)
< ENEERIN) >
BEET 1 IriEs. FTFFO)
fices T it REE
SEEFRQ)
BIEEFFHHEAL)
IR
< k(D) >
B LhE

[# 3 FileZilla ZFiB LERE

20



[H chentt3e40big.ac.cn@submitbig.ac.cn - FileZilla - O X
TP REE BV SE0 RESHGS) HEE) #EH) SRR (N
Z-ETTRORO L ([Faos

HAI(H): BRE): |chentt@big.ac.cr1 | EEW): |Illllllll | BsOe: | ‘ HREER)

AT SEHEERLD, 87 3,200,712,302 T (FET4S B .
AR TTE HE GirheMacS_GSA_data\RNAseq-data\rheMacS_muscle_R2.clean.fg.gz
R IEHEEAIT. BET 3723,131,113 FF5 (RS0 £

4

i FHER EfF GirheMacS_GSA_data\RNAseq-data\rheMacS_pancreas Rl.cleanfq.gz v
FHIEES: | Gi\rheMacS_GSA_data), v -
=~ | rheMacS_GSA data ~ L
BioNano-data
Hi-C_rawdata

Hlumina-WGS-data

Isn-sen data

T N ~ | s
RNAseq-data =
3 IE
PacBio-data =REFE
Iso-seq_data o F
< > < >
chalis ==E
= 3
B chentt340big.ac.cn@submit.big.ac.cn
Gi\rheMacS_GSA_data\RNAseq-data\rheMac5_pancreas_R1.cleanfg.gz
Bget 000005 @zonoozn [ 152 414,187,520 577 (75.6 MiB/f5)
Gi\rheMacS_GSA_data\RNAseq-data\rheMacS_pancreas_R2.cleanfq.gz i
£ >
DURMSZIE (15) | SR | mElDASfEE (18)
N WG pF: 414 Gie - 9

B 4 HEERKES

. FTP &7 EEEHIE
ftp command: TXIZ& P AFTEBANIES

>ftp submit.big.ac.cn

Name: your GSA account

331 User name okay, need password for (your email)
Password:_*#*%*%*

230 User logged in, proceed.

Remote system type is UNIX.

ftp> ¢d GSA

250 Directory changed to /GSA

ftp> binary

200 Command TYPE okay.

ftp> prompt
Interactive mode off.

ftp> mput *
£ 7RI

X EIIH:

21



local: 16294 .err remote: 162894.err

227 Entering Passive Mode (192,168,118,121,213,234)
150 File status okay; about to open data connection.
226 Transfer complete.

124 bytes sent in 0.03 seconds (4 Ebytes/s)

local: 16294.finish remote: 16294.finish

227 Entering Passive Mode (192,168,118,121,207,65)
150 File status okay:; about to open data connection.
226 Transfer complete.

. TAEEREIMIEE
[Bl@ 1: FTP BFHERT, HIMaNE 5 iR, RESEHI AUTH SSL BREES

BRFR: WE6 FET,N$*$1"‘“§ZT¢”¢EI"]“mE,m STHRY, IERCIE R A RER
:’%@ FTP"&%“” |_.|H-J- %Eﬁ%ﬁﬁi*ﬂiﬂj’iﬁ submit. blg a.cn, rl}k"?ﬂ:u""ag1n:uo H_}:n\\
T EEEI .

FileZilla
MHEF) O REE BBV EE0) RSSG) 206 EEH OSFREE (N

L_:"|_—'r1*nﬂ°°xw|$o\ fo o)

ZEH(H): [ submitbig.acon | FFE(U) ZEW): [eseeseese | mOp:| | mEsmQ -

TEAT: 220 Service ready for new user.
gt AUTH TLS
TEAL: 431 Service is unavailable.

< AUTH SSL

IHAT: 431 Service is unavailable.

iR TEEsTRe

& 5 Filezilla IREFE2

22



HrEERS *

EREI(S): =2 =5 | eso=

e SRt
- | EHH): submit.big.ac.cn #D(P}: ‘ |
- W s MUT: | FTP - STeEEmY v
IJJI]E(E]: B{EFER FTP (D) i
SESEAL): aEEs v

AR ‘ chentt@big.ac.cn
=T

BESEAE) £ -~

FEE(M):
Frebm(N) Facft=E(F)
FREREM) EswER)
k(D) E=C:l{)]
E=HE(C) R’E) Bis
woEERs b4
) HEET(S):
HE) EH =R sEEE s
[ 7
B New site EHH): submit.big.ac.cn ‘ =0 ‘ |
- g WRM: | FTP - SosEEHRY »
DEE(E): | DEEEE FIP (Feg) v

——|W0EaH, EREFHA FTP over TLS
s, RIS T cvr T
o |

EZHEMW):

BEEAE) £ -~
FERE(M):

BrEE=(N) EFrori=(R)

FERE(M) EsER)

HHE2(D) =L

pe=i={(8) WRE0) Hlie

6 HRERRE
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[B]R% 2: FTP BFhAT, HILAE 7 Przx, RESEHI MLSD B9iksE (WE 7 Fis), B
B RIRE W
fRIRFF S Filezila >#wiE->IXEPIZUEWRN, MABIRNA (WE 8 Fimr).

ZHl(H): submitbig.acen  FEAE(U): atanan@163.com  ERE(W): eeesssssssss () ESESE=E
W EREERIE.

@S PWD

B R 257 "/" is current directory.

@S TYPEI

MERE: 200 Command TYPE ckay.
EEE PORT 192,168,1,2,235,88
IHR: 200 Command PORT okay.
EEE MLSD

IEEL: 150 File status okay; about to open data connection.
iR 20 PESERD | ke

R EHESEAERY < e—

EHEEES: | CA\Users\wangliny, - | ImiEik=:

7 Filezilla {$E58

- @
D) || 35 CBIEZ (aliftpd1247.100.23.247) AISEBEIR o
DmE| <R
12 (L) :
i __I (L
F&Mﬁﬁﬁﬁah =
WahiEdinE
O BA M O PWzhiB= ) & FEER () -
RS ER X iRTE:
1 IE)mAE S A RHe) - ID __j:] b IU _J: b
/e | my |
Fbs a0l S — )
g ! o 1t ol 1S5 BN NES (F) ®
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15 -r o5
~| @EE FEFE) I
O ==w)
EME AR R DIE S EAETF)
MEESEREE RFFETErc I aERSIEE, FissrEEiMsEaET.
FTP Keep-alive

(&S FTP BSEEESK
EEMERESREI =20, IREEENEEEERESREER.

- BEEEER

EE

o3RS

- BT
.. B v

RE

EE(C)

&l 8 Filezilla fE4HER 1&2%

B _Ef&

GSA AN E BB KA EBRIFBEZAFANEKR, A—XMEELEREEXRT 1TB FE THE
BEEMDE EERREIEIEEEEE R GSA TIEHMNFE gsa@big.ac.cn, EE“PRJCA[IF
ErRS-EERERERNE, BFMAEZTIEAEMTE, FHITENRRMERIEERZ T X
GSA.
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BAR A & AL IR

#iE &N, 3R BioProject. BioSample 5 GSA #iE&EE B T A& (41T
EFfR):

1. BioProject £ A& fil % #HXFk BioSample (5825 GSA HiB&ERH;

2. GSAHIEE %7, Sk HHXE BioProject #1 BioSample 15 2.

r-Li b2 ! !
ioProjec
ioProject
BioSample

BioSampleR H il % BioProjectX A% GSANURERTSME BloProject'_—‘,Bmsample&
BioProject{z 2% Blosamplef‘ b BioProject5BioSample &7 ﬁT%ﬁﬁGSAﬂﬁgﬁi'ﬁ
I BioSample \ GSA
b R Ev i

¥R & 0 b & B
Ait, 15EEES BioProject. BioSample 5 GSA“4 7 BHE)”, —BE A THIBE
EEAHEMA R AFREREMNTE.
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RERSSRIFRA

GSA RIS T HIRIE:

GSA%iE s GSAKFE KATEHR Bk st
Unassigned SUbCRA000654 human 2019-08-06 U"ﬁ"'-s”e‘;;;?;eg;:wew step
Unassigned SUbCRA000653 Human dataset 1 2020-12-31 é’:;::::::;
Unassigned SUbCRA000652 microbe dataset 2019-08-05 U"ﬁ"'-SheE;'f’;:e‘:ﬁ;'f”tes step
CRAD00532 subCRADD0595 Human dataset test 2020-12-31 zﬁi;.‘:eiﬁ;
Unassigned subCRA000645 Human dataset 1 2020-12-31 Co?;;:zgial

ARG GSA RSB 10 M, BERERIERTER:

Fs BARIRTS gt A] FR1E

52X Submitter 5 2%, HA

1 Unfinished at the General Info step E G ]i73
general info 23§
5K General info {5 21232, MIXFE“HK

2 Unfinished at the Sample Type step | 337 sample (52", # X Sampletype | &8¢!, Mif&
izl
5 Sample type 5 E12%, #HA

3 Unfinished at the Attributes step &g, R
Attributes £
SERX Attributes 52423, #HA GSA

4 Unfinished at the Metadata step (E5 N 173
metadata &
5EAk GSAmetadata § 2123, #HAX

5 Unfinished at the File Upload step &g, Mg
i i
SERFIBERES, #HA overview &

6 Unfinished at the Overview step " i&agt, Mg

7 Unchecked SERFFAEEEESHERER &g, R

8 Checked failed BRI AL TR R I &g, MR
KRS, VAT AP | | e

9 Checked OK B SMENET R
H 27~ Accession RS

10 Deleted [=8153

o A

U APAEE S S “Submission ID” AR

P& F3& A

”
°

s
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AEIZ GSA THIEESR, EMIERENIER “GSA BUEEEEL




Experiment 3RS AT HERIE:

LR S LR B WFF& SCEEA R BEAG S BB EWIEILRE Rtk
. ; Unchecked
CRX022949 scRNA-seq of WIMSC1 Homo sapiens  lllumina HiSeq 2500 FRAGMENT  SAMCO021054: scRNA-seq of WJMSC1 Confidential
RunZi2 Run£&#H RunFHIT R4S 2 =313
CRR022922 scRNA-seq of WIMSC1 CS300_TGACCA_L002_R1_001.fastq.gz Sratus: Unchecked

Z 4% Experiment BU3E 3

KB 47, BFBERIFERTR

'{klb\ EJ'FE?;%{’E
1 Unchecked Experiment (F2ERX, FHFATFZ &gl B
- e, MR (AN E B Run iE
2 Checked OK Experiment {5 2 & izi&@id .
BEHNG ALEE/}IL*EE)
3 Checked failed Experiment {§ S8 1ZK&@id e, kR
4 Deleted [=81]53 b
[, ﬁlF'_IlE S “Submission ID” AR EZ M REIEIL GSA THIBEE, 1EMEXENEN “GSA #IBEEK.
G E]
Run 235 R7S B 7] A R4E
LR LR Yok HFFE AR PEAI S AR ALK LR RE i
Unchecked
CRX022949  scRNA-seq of WJMSC1 Homo sapiens  lllumina HiSeq 2500 FRAGMENT SAMCO021054: scRNA-seq of WIMSC1 Confidential
RunZg Run£&#k RunfF3ISCHE MRS S E=33
CRR022922 scRNA-seq of WIMSC1 CS300_TGACCA_L002_R1_001.fastq.gz Status: Unchecked

A Run PIRZRESHB 8 M, BB RIFELT

-

Run metadata 2 21&3Z, FEEAE
1 Unchecked (5 N[
B
Run metadata {2 H#%iEE, FHH
2 Checked OK TGN 173
wxx b
3 Checked failed Run metadata 1§ 2 & # AR iEL &g, Mg
4 Uploaded Succeed | IESCHEILASEEE
5 Processing RS IEFERLEE
6 Processed succeed | HIBECHEAIETER
7 Processed error BB IEEEIR &gt MiEk;
8 Deleted =l

U, AAARAIESE “Submission ID” HAMAREEER

2. MHERFNE .
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“GSA BUR&(E




