< RN O\ @Rz b
£~ R EATIH W) e

® BERBEARIZHERC

National Genomics Data Center

ISRERRIDAEERIREFES (IDP)
IR TTEE

N IS 1% Sy i




>1INdINOD

EICATEE

* ImPRITEEEIDP-Hub

L3S
LR EE I
LS




L3S &R ]

Data Resources Computing Analysis Data Network Standards

{ 1oP ABR ORE - =Nk - EMR - =HUHE - Wt OXF L EHSE iE=lLanguage - % Signin

REDHFRBEXHTITE

SISRRISIME (IDP) SHEZAEMBREHNNZERE, SENANERRERTR FARSRRANE S,
ETFEASHSRASNEN. BURMAHE. G, EatENEFFHECSRA, DS eABEREN
=,

FEREER ¥

N SR

202233 290 140
X

RNA-Seq scRNA-Seq

41840 76 41

bzl Targeted-Capture scRNA

https://ngdc.cncb.ac.cn/idp/



iL3ZEHREA L

AEHRESRYEIHE 5 Bl R XD R E A B e B S 263 e

(& IDP-Hub ABE ONE - =mEEk - EMR - =HSEE - W &t

B > 8iEE

AN IMINMIMIN £ ININMIN MY

PRI SN ;/,»\);
NN L;7/ \'\\_/A =4
"
\ N
ey A
AXKEERRBFEIRER EEAREERRBFEIREIZ PRI & HRIE3E H{th3BIERE3Z
GSA-Human GSA IDP-Hub OMIX

s macuan T




SARSEREL ISR

—_

--------------- BioProject | === === =============

R -

Individual

R T—

-y o e s s oas e o e SE.I‘I‘I[”E e — - —I

; |
) ] L
[ Experiment ] [ Experiment ]

: I ; ' : .
File ] [ File | | Run [ Run ] [ Run ] [ Run ] [ File | [ File ]

i
|
|
i
I Study
I
I
|
|
I

I
I Organism :

S

OMIX GSA GSA_Human IDP-Hub
IEREIR IENERIE NEHIE IFR243E

(MRERBARSEE, ER3ZH
S—EZRERKR)



>INJdINOD

EICATEE

* ImPRICEEEIDP-Hub

L3S
LR EE I
LS




BioProject: BliEig

BIG Sub €
a BIG Submisson Portal
Home Documentation 2 Welcome, GSA~

BIG Sub / BioProject

BioProject 2H R BM.2EHE, — T BioProjectr] 2% £ 4 ¥HEE (BioSample) .

$7i2BioProject BioProject Quick Start Guide BioProject{iifisiH

MERS BRES il=lon -l ¥l =h RN iRfE

PRJCA003418 = subPRO004980 GSA_TEST 20200909 2021-09-09 finished  confidential S

g

BIG Sub / BioProject /| New BioProject

01
A D R D s



BioProject: BEARER

03 04 06
W Fze T 2 w8 R
II!E 'l- II.. I._
E=]
SRR £
® EEEH%S
KEUTE
The Immunity Deciphering Project (IDP)

@i =B BESIDPIEH &S
HEXRBFMNEE 1 o
iz, BSWIE . —
e —



BioProject: HIRIEE

BIG Sub / BioProject /| New BioProject

04 05
HAR{ER N & 1232

HARIE R

PubMed 1D OR DOl

REENT—

> NERER, BRRIERINS|BEIE | REIEERS
> XEAFRRE, BREIEEPMIDEDOIEIZERD, BEXEAREH, BBIEARENEEBEE—EE.
WE. BT, TS, taE. HEER & XZ#FEgsa@cncb.ac.cn



IR TTEIREIRAL

Hm > MEEE > IGKTEIEER

AR TTEEESE
g E " BEEES

> InEEBESi *mARSEA * RE WA

wRTREER s | | e B AR R S R PR T

PR SRUHEAE




>INJdINOD

EICATEE

- ImPARITEWEIDP-Hub

9% A= ]
LR EE I
LS




RS HRIR

1 Il B{ERERREX

O ;C32RT, SwERESHXERRBINERS, IWRSEEESIMESENE—TNR, SHRKEKER, 188
HEXZBIRORLELRERRS (IDP-Hub) , HIMHEIRERSARIARE

2 limPRoCEE L3R
O ISFRSIES RIS EIR. MEM. REMSHNERIHBEERNRESS, SIHERIRRE
AINERR, (EARATLAETSE HERIRIRE

3 $EMERIEHZ

O FF "BEdx, BFAiLaE" . BB PREUENE (https://ngdc.cncb.ac.cn/idp/introduction#std)
RITIENFREE, allFE, 1B5cB1TEURRISnENRE, WMEREIENBRIEIESRENSE

HTILAE




RS HRIR

4 TR B EERREL

O MNFoHURCRRRESRERVEYE, REHURBIEIMEUERT, TREMMESIESID, ERTEFERINEIEERS

TEMFEEAEDA]

e ChtEsm @ LA
20
ws o =

e @

BRI E
®

EF

12869.00% (25738)

RO RS
(TB) @

BiRSICHE
©)

£

1087.03% (82.61)

HiEE @

EF

HRA008649
HRA009319
HRAO08986
HRA008322
HRA008896
HRA008620
HRA008619
HRA010469
HRAO010657
HRA010787
HRA011429
HRA013386

TEEiEE! | ! | 7
RS B INEARIAT

CRAD22299
CRAD22086
CRAD28526
CRAD29766




RS HRIR

SRR LSRRI F AN NEREHERSRER, BERIU TR RIIARNE:

1 NErRCEEEID

0 ABEARIEFH@INE T AEUEERS ( GSA/ GSA-Human / OMIX #UiERS) , TSWARFIAE
NEWEERBAIEA (FFARIBFundingtZHUESRIIN B 5RE1S)
Data availability

The raw sequencing data generated in this study have been deposited in the Genome
Sequence ArchiveZ® at the National Genomics Data CenterZ, China National Center for
Bioinformation/Beijing Institute of Genomics, Chinese Academy of Sciences (GSA-Human)

under accession code HRAQO8519 (https://ngdc.cncb.ac.cn/gsa-human/). Access to these
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