(.:?;;;.:E;;;\I V2 a2 = == NL— .
) F B E AR RRAMAA (RREBERDIN) * EREEARIF LR

National Genomics Data Center

R EEHRIC RS RS

Scientific Data Archive System, SDAS

EXEMEBHC

China National Center for Bioinformation




"s." CNCB-NGDC

SlEEZRS

= | =1 =]}

HIE LA BRE =
SDASZ A IhgetihiA
LRI HIFIES %

R 2UERSIA

HEEIHSEIEL
w

IR S S Rk

L]
=




SlEEZRS

Spep A S T A b
o B[ RBERE=

Ze. CNCB-NGDC



« 2018 F 12 B 14 H, ®REEDLTEA (ExXELHAL

SR 3B Rk IR

- 2018 F 3 A 17 H, ESEDI TR ABIZHEEEINE) (E7A (2018] 175)

BIFRENK "BIRMEREREIISERSITE (T, E2F) MBMRERIEIZFEE, M
RINEFELBACZZFERBZEEREPRC, St (T E2F) MEEESINEM
SRR EE. BiRl@isard (T, E2%5) IERWE.

_jZIII)Fj =72 [N I 7
(2018] 107 &) , {EHTHEXAEAENEIZEEROCEERICEE
EENERINB SS BN I S,

- 20195 12 B 26 H, BHSFEIDRTEIA (RsatmBRIZHELRZTHELE (117) )

(ERPOE (2019) 104 5) |, #—2IBIR T REGTRIEIRICRZER., RS, BESRHIE

EREE AR FE RO


http://www.gov.cn/zhengce/content/2018-04/02/content_5279272.htm
http://www.most.gov.cn/xxgk/xinxifenlei/fdzdgknr/fgzc/gfxwj/gfxwj2018/201812/t20181229_144402.html

HEICRZEE XSS

MZEHIELZHAMBOTYIRBEEEL TS, HRFEIRRZSERFEHEERER
HISZTHF T, IMEZERK.

—— FlEE
IAE EETJ- ;E*H
LI OEWHAE, 0 “hELEY AESS R RIRBERELEARG, 2

‘ BiReRiy" ‘ Rl SRS ATINE A

%?ﬁﬁ
SE L SRR, RS

BRI EEZE

Ser  ERERERTSERC



SECRZNAE

Fo| Sk . TET AR R TR PR——
BTSSR PR S B R R P §>§> v EEZESNS IR ESIE
SAE

S| Akt E s 2 p

RS WEEINELS - ROGETIOEAES, OESERS | V), | SEYRERSWERBNRG.
S | Tt BERHERHATHIERS

e

MFAERE TR . MEWASETHSSENE MT | 5y, |/ WS TRERBHERER
TS BRI TR Y R TRER AR

EREE AR FE RO



SlEEZRS

Spep A S T A b
o B[ RBERE=

« SDASESINBENRLA

J®., CNCB-NGDC



RFANE

EHEIRBEURCRRIRSES (Scientific Data Archive System, SDAS) {EAEZRER
ERISEEESD (National Genomics Data Center, NGDC) BJCANTHRIIREZ R4,

& cnc

RREN:

RSB RS RS 5t v REIEEE
S - MR

FEREIREAD é @ IEI)J‘E‘E:
v IERRITRIIRRAE
v ICROHEELH &S

v LA

28 245 101 4522 2.63

AT 2IEERA]?

https://ngdc.cncb.ac.cn/sdas/



https://ngdc.cncb.ac.cn/sdas/

RFANE

EHEIRBEURCRRIRSES (Scientific Data Archive System, SDAS) {EAEZRER
ERISEEESD (National Genomics Data Center, NGDC) BJCANTHRIIREZ R4,

& cnc

.............................. “ o " ) = ﬁ{i]ﬂgﬂtﬁ
UM, e (P PG v BIREEEIRAT S

HEm

& 4

e & @ v NRERIEREEHTE
v SN E R
28 245 101 4522 2.63 AL IR IRE
AT 2IEERA]?

https://ngdc.cncb.ac.cn/sdas/


https://ngdc.cncb.ac.cn/sdas/

RGERIRE

P EEHESSCRIH P REICRIHEE P BERTHRCSESE 0 ATRWEeEHRIER
1 MERESEEAER 1 SEAERaE 1. {EBIBIG-SubiEsTEE 1. B R AR SR S
2. HEHREAER 2. RARSEERHAMNT M 2. SR B AR P2 BNFIRE, IR

: 3. ERIREF RS

0-0-0-0-0

>
SR ISR P EREIRit P RURUEESHHHENER
BT FHERESMS D @i FHEsCRYERaTAY DB B IR
FEd: RiEEZEL P NEIT: RISEER P NEd: RigERED
(BREER-24TYEE) (SR -2 THER) P (FEEEEATRE)

EREE AR FE RO




RFEATRIE

MRS -

E F—MER:

1. ERESBRATH 1. (ERHRBRIEANKEANSEH
2 HEREEAES 2. BRRARHEHZERA—HIRE
| 3 RS iL32ithl, HELIRR

EREE AR FE RO



RGEARIE

EMRFHRISCEZ T

L. MERERBE AR
2 EEmEEARS
: 3. ERIREF RS

REAREIL SR SESHTRRAES (BW1-29IER)
B BlEPOTH . BIGET, SRSt E Tt
D (-2 I ) - BEAEE, RIFRERE

EREE AR FE RO



RGEARIE

P ERFHRSSICERR : SRS
. MEREREEAEHR 1. SApEsis

: 2 EEHREAER 2. 1RSSR AR
: 3. ERIREF RS :

FE=MER:
IRBEESHERMNERER,
B1EZ HEEWERITR

('HD y/ "a!

el EEIC3zitl




RGEARIE

SeRLRIHRIER

1. SRS
2. BTSRRI

EMRFHRISCEZ T

L. MERERBE AR
2 EEmEEARS
: 3. ERIREF RS

HIWE L3z
Bt SHEOEH L @it FFESCATERaThAE
@ REsEE P MBI RiEERED

(FRZEER1 -2 T4ER)

Bk WERICiTRIEZ (FH1-24I(ER)
- HiZEE, FEERERLUELRIE R
- HZAEE, RIERBE




RGEARIE

SeRLRIHRIER

1. SeRRATERE
2. BTSRRI

EMRFHRISCEZ T

L. MERERBE AR
2 EEmEEARS
: 3. ERIREF RS

= p At e HRWETSiH
BT BHEROESMS P Ei: FRRESIRTEATAL
P REe: RiEERET D RET: REEEREN
P

EREE AR FE RO

. - - - .

IREHITHARIC 3z &R

1. {BIBIG-SublEE
2. SCRTEI AR

SEhkiER: TEHNTHIE

- BN E EEHESIE ST MATETBIG-Subi#
1TEER3S

- MBEFBYASGENTIAMEE, HEHELCRE
B, EI—gSHERYIR, IERRREE

D (EEE -2 TER)



https://ngdc.cncb.ac.cn/gsub/

RGEARIE

P EEHESSCRIH P REICRIHEE P BERTHRCSESE 0 ATRWEeEHRIER
1 MERESEEAER 1 SEAERaE 1. {EBIBIG-SubiEsTEE 1. B R AR SR S
2. HEHREAER 2. RARSEERHAMNT M 2. SR B AR P2 BNFIRE, IR

: 3. ERIREF RS

000090 o

s EECEEHR HEWEICZIT) SESCRAED . ZEEFIOIGRAED

= BT FTRSEAAE 1. IREBREAZERETRIZY
=l D RET: REEEREN

P (AN -2 THER) P (AT -2 THER) 2. EEHEHEIER




RGEARIE

P EEHESSCRIH P REICRIHEE P BERTHRCSESE 0 ATRWEeEHRIER

1. E SRR A 1. SRR ! 1. JBITBIG-SuUbIZATAIR 1. R AR SIEERER

2. HEMERARER 2. RSRSE RS 2. SR B AR P2 BNFIRE, IR

3. YIRS : : :
P REECRI P EERECRIR P R SRR
B OB DB FRESER AL DBl B HRIER
TNEL: RIEEZED P NEE: RIEEZED P B RIREED
(BRIZREEA1 -2 THER) P (FEREAT-2ATRR) | RIRINER: SRR IAHE (EBBE=EATHRE)

EREE AR FE RO




SlEEZRS

- HIELRBERES
« SDASZEFINEEHLA
- SCARSTHIFIESE#Z

Ze CNCB-NGDC




RAEWS T

- ENMBEFRRERSZA/BARAREEIFORESERRS (BIG SSO) FkMKST
fit, BENRIZAT:

ERSIEMMS : RREESDASESFIUEKE=FRY “Ei”

’@%Eéﬂﬂ-‘#ﬁ%@t\ AR LEX ew#m | MM | 2 83

“#- " National Genomics Data Center
@ RE iE #TRFER

REESUB SRSFS: ot j
FMEZ '-E ﬁ ExEFREFHFEIES (National Genomics Data Center,
b,:.‘—,:f.. EOCRET = i »5'571'?- 4"E::" ‘ "'H’jlz RSt E,\MJJri 2%, iaﬁflbﬁ'ﬂi‘éﬁ I, @ EEEE;E§E ’ _Ela?g;quﬁzﬁﬁﬁ! ! !

S‘ciﬁﬂﬁﬂiﬂ%ﬁﬁ%, HENS SRR E IRFAR

iRBA3CHE: SDASRF{EMBISFE

EREE AR FE RO


https://ngdc.cncb.ac.cn/sso/login?service=https://ngdc.cncb.ac.cn/sdas/login
https://ngdc.cncb.ac.cn/sdas/
https://ngdc.cncb.ac.cn/sdas/open-files/SDAS-Guidance-CN.pdf

KRS M- W

- TS 5 ICEEE: FIFERumEeERILLLEEREE https:/ngdc.cncb.ac.cn/sso/login

“NGDC Central Authentication Service

Enter your Username and Password

=mal Foroot setvale? {ﬁfﬁ‘FEF'E’\J "Forgot activate?” , EFTEIEKS
TS e { mEESH “Forgot password?’ , EEWSZE
Check code

exnf

[ Keep me signed in

EREE AR FE RO


https://ngdc.cncb.ac.cn/sso/login

IEUERGLCAZITY

° Iﬂiﬁ%ﬁ[ﬁﬁ TN *\"WEE#b Q" J\&)\TIEB‘E/%QE, ,\\\EE u_u_

‘o BEIRBEAEFEEPD

» _* National Genomics Data Center

=]

RS FHEIRS

L = oo o Bw ) i a8

D
@ L8
RSl | smmann é @

REE R SRS RS:

> (Nat

Iu.

SRS, SEh SRR S L& x_LFFtﬂEE‘F&?

MERBSRCZES RS

A @ & 2R L &it Q@ #Fm Q = @ T\ a B3, Zhang ~

Em / AABD

ICER T RIIRE
—— =& [FB2RF] fasgawilrity, SaREEl (REL=ituHE] . RTEEmoSEE&, SHREES-241 11 .
FEEER&HRICER

—— it E BT SN ERC TR EEE, AR RHE A EREAESilCAIAREH A, SRREED [(RBECKIEBEHE] .

S AR FHAR SR ET AR

EREE AR FE RO



https://ngdc.cncb.ac.cn/sdas/user-dashboard

Bl ESUZ AT

- B—¥ HEHEHAXER: TEATIERERRA. IMBEEKREA. MBEAEEEFASE
" .

FRERIRE

o MERRARR

MEREAME (FX) BHIEESCEAF, BESHFRIHASAEESETE

* @5 (P3) * HRER * RS
o 1

* hEFE * BREBE (E/F)

o MEBRREALR
FEBEAASHRRLTMELE, EREREaE6HE

* RS () * B * s

* HiAE * FHSH

EREE AR FE RO



IE&ZPCLE

"

- B—¥ REMAHAXER: TEFTIERHRSIEA. THEKRREA. 1

it 2

& mEmELES

o HMEERZAES

B mEERES
: @ TIEH 1
=
6 5@
1) @
G o
]

EREE AR FE RO

E Ezl§1|:|:ux—_l- Ij\:l =

E mEEFRER
I B EUEHE B SG HIE RS E0EAT, BE R
SEAE NS @ NEEETERASERE BHIR

* MERNE @

O
mlll
i
1|
T
=3
il
i
I
=]
i}
ot
i
i
i

* [IHEWR @ GiEEiRERT = @
TikHE @
* ICHARTIA) @

* E5F A @

* MEFERUSIR () @

b,
i

gati=ltiv kot ea

REREREIR ()

* EHER @




4

Bl ESUZ AT

- B—¥ HEHEHAXER: TEATIERERRA. IMBEEKREA. MBEAEEEFASE
@

it 2

2 maREAGe E mEEFER
R e mm——— BERMSHER LA HIERSCAERT, BSURERSHSELES
SRR ES @ IEEE T ERASERE S0
* EENE @
o HEBRSEAGR |:|EE' HEH2, EEHESERS
* EEH © TRE RIS o\
* TAEEES @
B GEELES * IMEZE5
S ELIRZHE, EEHEEERSE
S @
* JCHaTTE @ * {EEAE @
o =@
-] -]
* NEFERMULF (R @ * TR FEE AR
o EERIEEEIR (R
p Y




IE8USPLL3L 1

- B—¥ HEHEHAXER: TEATIERERRA. IMBEEKREA. MBEAEEEFASE
@

it 2

\
/.

E me %2!5%,%

L mEREAES

* INE&EME @ MEHES: 2017YFC120%+00 B & AF
o HEHRAES
ERESA LR
* HEH @ TR eRitEREA e ( mEESEH
o B &#: HFAEPE BT G STER
B mEEAED * TRE25! * FdHE @
AEERSICAN SR EECTIT, RN ERS RS |ﬁ)ﬂ§§rﬁ; B AR |

{EEAE: LS DT G 30AR

120
e o SO WEBE. TG L
B . [ewmt.  wREmrgRSG |
- . REBIFIBRAL:  wornens (28
| * MERERUSH (F) @ * TRERB MEREA:

HATHIR - 2017411 H ¥ 2020 4 11 H

¢ . BERERSGER (557

WEHBANT 5




Bl ESUZ AT

- BZY HRREERRHIEITY: BIEERRREEHEARER/A—HBIRBICREITE
ZHE), WMESRO, FI (ExRERAR SRR OSEE] ST1EE)

DDDDDDDDDD



https://ngdc.cncb.ac.cn/sdas/open-files/NGDC-data-archive-guidance.pdf

Bl ESUZ LA TR

- S¥ ARAFEEHEHETY: BIEEARRREHEARZER—OIIEIL3Z1TH
. BERE), MESRM, F (ExREREEFHE ORI AEmE)
o:- 0 O Q-

SDAsS000322:
v EEETRES X TR ESS
« EFFETRANASTENE, OEERE. 08, (B (OSREE) « BEANAE
GRS e s eE S - PR TR
. BEFEMHG TRNRRERS - ERERLS —F THIOR, KERHETE, RS, THRYSSHE
- STHERE, BHSENEIRFE

© wm

« RIS (FAQ) O iBigrEsIE AR O FisnoEiEEs
- BFZEZFRIANRESTEHNE, SEERE. 8§ - BanNaHiE

—— B4E. EE (BREERE) F . BEGHTE

* EEHATNE R E A EESEE (AEE)

* RS R EETE. PR EEAER . SCIGHUENS —F" TINES. RIKE. RES

v BFRENETHEGR + 2EFEEEHE + ERE=ERHIE + EEE HATEE + AR
. 1YY =] % ?i

- HERGRME. BHENENRFEE FM

EREE AR FE RO


https://ngdc.cncb.ac.cn/sdas/open-files/NGDC-data-archive-guidance.pdf

B8 BAIRE
EZRE), WEER

ﬁ'JxE&{I'”ESLE

=R
W,ﬁmjﬁigﬂﬁﬁ

el 4

g7

HERLREESEF&EZR A —{DIN
IR =E2)

ryapdl

S iCaguExs
* EEHFmEIEEEFEIRET (AEiE)

+ AFFENFTHAEE + SERBHEENE + EEEERAERE + EEA TR + SEEEE + HigHetEE
+ BEOSEENERIE + EOSR + EREHREA SR + UHTE + EURERS + EftE

e e

B SsCasH R
iF MRS AR EE i (TR RERERE)
BEEE, MBS, FEE (EFRERERFEIEROE

* 3zl (wordkR)

O B uorchB Y, FeE LR, beTmEn

B Bt (FRpE)
EELLHERRES BIEARR IS
SIS, SEamIE e

PR

RFHENEZAR T #E
ISR RIEESA!

S iCxefiEss

* EiRHFMBIRE B AURSEE (AEin)

v EFFEREME THLEE + =EFREEEEHE

+ ERREENFEIRE + ERSEHIE + R RS AR

+ #iTE

+ ERE"RSTEEE

+ HREESR

+ (AR

+ EfhEEE

EREE AR FE RO



https://ngdc.cncb.ac.cn/sdas/open-files/NGDC-data-archive-guidance.pdf

Bl ESUZ LA TR

- B HAFREEHRBIETY: BhERESLREEHEHEZTR—HIRIL31T!
. BEHEE), MESRA, R (ExERAR R OER T8

B SCazitRIsF

& MERFRER AT RIS (A RIEAER) | RRiESRELERE EE ((dswordhz)
B8, MRS, = (ExERERFIIET LEHEEE)

* LRl (wordhR)

L
@ SRR, FE R, TR
B merael (FFsE)
EAL SRR S B st (e
SIS, ST e B SCarit RIS
B FEEIEFEHIECEATEEAER S AT RERER) | SESHRESLEE LT (HiEtwordiR)
- HEFR, ESH, FE=F (EFEREHFEEERCEIE S EE)

* 3l (wordhi)

>
g
A

@ FEEworchRIL AT, FaE HEEH, HESEESE

EREE AR FE RO



https://ngdc.cncb.ac.cn/sdas/open-files/NGDC-data-archive-guidance.pdf

B EEE
, TBIEfRIE

SDAS000322:

iJiC
5il32

IE& 2

Ry BIE RS
l‘|'jZUE':|:"U§jZ1¢E’JEB—I1 =S8

& NGDCEURCIEHY

BPEER
B, RECARSIRESE, 5,

E T (BEERGE) MIRESEFUEESE, AR R R R A AR E RSTh;
SR E R R R Se IR 3E, IRMREET S L (FRINTRETT S5enk,

(xR " ) FEER,

REEIEENEINGE, ASERE MRS AINTEE;

EE LSS S IR SRR T 2,
T SAE RS RANEESE

Q dpinht
EEIRCAEE SRR, BB EEEER

* ApEARES

Zit

i, BEFETREEE. o

& NGDCHUBC Y

1. FEFREMEHEEEMAERERENFHIETL (FIER Lt ) FEEHE
2. FREAMBEROMEXERETE, FERECEMEIEES, A, =%, 85
3. Fie A RIS ERRANRE0E (BFEME) rESFzaExE,
4. FE AR INERERERASAIIEL R, BRESEL T ERINNFARET S50k

. BECUIHCEZHRIZEIRES TS, SREENSENSIANE, fAeEs Sl aai s
FTEANFEAREETH, HARERSETELSITERN—IERMZESE,;
TR TR R SR A E S =R SRS T A,




Bl ESUZ LA TR

« B=X EEETICRIMY: FIEESYFHAR
, BIEMES LRI HEFOENHRINEFER.

Q- @ MEFLEEN, FESTHSH,
i BNEGAREETF L.
SDAS000322: {55 1 #4 F 4 M RIIREN LA B Ih s ds 1 #0 5 A RO 5 52

& NGDCEURCIEHY

LY, RASFETHRESRA. Wit

I
v

I
b

f

]

=St aEs, BRERTEH

%l Q it

(EERGE) FITFEEEZREIE, MO iR SRR RE TS

ERRME AR RS IR, RS LFRRIRETT S5,

* WIS * FHEHE
B #228E7 bACEERassg, REFaTLREs
Q ipgtnat EEEEARS BFESERHAFTSE
BT HS SR RS, B EEEER
* HTHEARES * FHEH * Wit
EESHHALS BRBkEAFNES
N — EES bt
EES P =5
w

Y]

EREE AR FE RO




Bl ESUZ AT

. %5 [ERFRE, =R : BIEESWAERN R, BRERR. EERRIREHRE

I I IU\TB Hjﬂgaﬁ
0 0 @ O

SDAS000270: 2 %  4t B 4 /5 70 00 % 46

i NEETEE
REESmEys 0 RBsR
izl GRS
RIS ARG
s meEE
11111
RSN SH
st
EERIOMEER
s mEa
REARANS L7
BEAEANN B
J NEREAR
REARE R/
REAMD G
EEEF IR

- e — 1. =y "8k, ;—Eﬁlzi,é—%, BE[E7ZRFE
- 2. R "RELE—E" , #HTHER




Bl ESUZ AT

. %5 (EEME, TIER: BIHESWARZN G, BRGRR. BEERNRIRFEIZE
NETRRAEIVEE DY

=R\ / AAHDL

N s ~N
HlEg il e [ —]

== R D s == CEE =1 EsEEmEsEE = EimEEn 3T e — =] == =1+ ’_
—— A= (FRET] FeEEsrTait, SEREL (ARCEHISE] , BXEEw0SeTs, SEEEE- 21T, IR R, BESEERIHITEIZ

TEEEE&LE STk g
EEREl [RRCENHE] | (EH&,E_'EH'I -211’EE)

—— SR AR NE L EnE EER. AT e SR OSSR S SRS L AT,

= R EERREEENA, 65
. . . RRHEK. BRI RIEH

T KEIRARSES, BaE SERE #5EE o i

?éﬁf‘i SDAS000322

:1|||

@ simadEmCty

I [ZR] Citdlissm: BEERGsR (FEEM1-211EH) , EERREEEENA, Eﬂiﬁﬁﬂ%?ﬁl

ERRSHEXERRR EEHZENHIBELRICRER

EREE AR FE RO




*®m / iB% F SDAS000183

SDAS000183: Img1 E*gﬁﬁj

I HaliEs

20 BES [Ei=ee]
2022-05-1911:17:35 Bt 1)EEEE i eSO ERER https://ngdc.cneb.acon/gsuby/) ERESSCRERT, B
ERETER S EOEE SRS TN 00000 |
& M Zhang sisi [sDasD00183EFEr] null: THE1
2022-05-19 11:17:26 N Eane
2 BES [5DAs000183 EFECERTEI] null: THE r ~
2022-05-19 11:16:54 ESmplmr—t=

FHF: OO EENCERESY, BETEE, ® EEF E Eig-ﬁﬁ&tﬁ
— =
1E %ﬁtmﬁ [Hsbiit e s
o - EITHMH AR ETER

2022-05-19 11:16:35 R,
DEEC, RESET RS \ )
& H Zhang sisi [sDasoo0183EFEE] null: HE1
2022-05-19 11:16:17 B null
20 EES [mizmeet]

e[ THERREN

EREE AR FE RO




iL3SITRI BRI R R

- WIRFEEREBEL: BRIEIEERIR]FHIENHITIZH
* R [HIESUERLCAZ T RIIANN SR

TABBSIE

E4tdmS: SDAS000322

© s=ausmeraEy | o

[REIRE] SCaritR sl Ba [HEaEsnT iR #TE, BED ERRE]

EREE AR FE RO



L3S IB R RIS
 AEERIHEN T ERTRE. tsh, EalEd [EHREER] B EEER,
(AEEEEAP YN

m[ﬁﬁﬂ?ﬁitﬁﬂsﬁﬁm LI L mE e #eit @ M Q am @ ik 2 @47, Zhang - (

I SehkiRE, BE T ERRHEHITHZ
S ) (EEHZEIEE1-2T4EE)

= - E - B SERARATEIN, GRS
1' . BREBRZIRIEL )

/| EAImE SR

BEAAE

i
o

2N ]

JJJJJJJJJJ

i
3 [

&3 (EBIC 3

EREE AR FE RO




iL3SITRI BRI R R

- MIREHZEY: AEYERRIRIERRECUAVIIA. ShTEd [EHRRBERHES5:
7 "MERPRS" ZIMIFEER, BEERIRRA;

TARBSIE

Z54m5: SDAS000322

. A EEE EEEE=EN®R HEE N EEEEEEE=RN®R N N NN
TS e - SEREA R
ERAEFFETTE
[R5 Cenit Rl sz iEotiliRETIAERNER SRR . NNERE, Fat [RAEHHEEsTR] TEReeE T
[ikSIE ] STt aledy Tt RS UeRnEl (BRRE] . NREEER, Bad ERaEMNEIRY) TRRsas

EREE AR FE RO



L3S RIEROCENHEFL

- BERERICRIMISEER, SNE8FHLRHHIETOENH, EEEEI.

TARBIE

K wes: SDAS000322

AR E R E EE R EEEE RN N E N N .
e RS w .
O sErErty v @ LESNSRIEH )

CkFiRIE] ICaitRIEEFH: =mssEE, Bad [LIESEWNERCEiTR] . LEmSsia=NE it e, EEENEN E8kIE]

\.

[(RESiRB) (CZHRESTH: BRESE, BRE [LESENESRCEEITY] | LEESRnENEETY, E2FENEFEL (ERRIF]

LT HIRIER ERIERVEER, 1032
IS TEBHITIE

EREE AR FE RO




MEICZTYISEE_ S NSE) 135

WEGC3SiT R £ . SBENIEICT R AiERNERR, BRE "L
EEWEIRCIZITR" ehsd L%,

TARBSIE

EGtiRS: SDAS000322

O =ma=Enareity o | @ CESNERIITY

CikzmiREE] Lt HESH: mmEEE, Bad [HESWERCIITR] | LEmSRa=NE iy, ESERED S8k

EREE AR FE RO

BB E#R: e e e e e e e e e e MERSA: o L




mECRTISEERHEE (WE) 13E

- WEWRC3H R LR SBENIRILAT kiR SRR, BRE "L
EEWEIRCIZITR" ehsd L%,

#E / SDAS000322 JiCseit i s

SDAS000322: Rl FHMAYIKEY LI R INGEIF E R AR HAR




WEhRIT YEZERRIR

MREZREY: BREIERRIRIFTHEN, ~E[5Ek/EHEIE
PIEWNELTRIME—EEHANGRE, /RE B8 #iTxE.

TARBSI®

EH5RS: SDAS000322

L3tk e [EE/12

S a e HET W A A A MESEA: wiaman
O =raErasErity » @ EE/ErENERTErE | 4
[kzsisiE ) WER IR B R [E/ S WERTAz ] e, B SRS EE; 7‘-,: HE% 1:I: ﬂﬂ 4= *;'
TCPATEDSL B RPITHEZ
2 (BFIZRAE1-2T(EH)
== @En}ihau—'—-*:z 2 [ B\ _J.
« [ NS
e I EERRIREZE WA, ERIRER
== E3 ‘A N
HEEFREER BEIANE ML, 1|%EQ° 1@);3 E)&F%%/ﬂﬂ%ﬂﬁ
XHRGHS it ERR Scifm Wik 1RedE) 1BfE
PLAN-322-2.docx HE TR docx M) wE 2022-04-11
PDOC-322-1.pdf RS &SR pdf WEH 2 SiET 2022-04-11

EREE AR FE RO




WEhRIT YEZERRIR

- WMREZEL: MBI AN ATRE FAmEEIaE, EWmEEERTHR, &
{EEIEEIE o AT EITEHEIERA L (BIG-Sub) #{TRIFEEIR.

- EEEOEEIIERE, HNINEEFERERNERSIERRIERNEE, FRE[ELEI&EH
BB Eafln S &uEaE R, IR BEISHEILER,

TARBFE

----------------------------------
2= EEEsEsEsss goon EEEEEE SRR EEEEE e, B R
llllllllllllllllllllllll

@ =raErserEmity » @ =EENEETEEE v | @) ERERaHEITH

[Hhz5iil)] (EFTE (FEdsna Rl SHEesiR SRR s HELe, Sees, EarsuEea ] (BIG-Sub) , ESENEN (ERRE]

e EREREARPHERG


https://ngdc.cncb.ac.cn/gsub/

SlEEZRS

- HIELRBERES
SDASZ A IhgetihiA
LRI HIFIES %

E_\_

R 2UERSIA

"s." CNCB-NGDC



EREEARFHEROCZRER

EXREEARF R

5 iB= | Language ~

=

— ’\Wﬁzj
s Yl

AAREA DA AT AR NEARMER, EREERHFRIERL (NGDC) , ENEBREAE QML (CNCE) (ETHS,, Bk SRR

B, AT SEARETRNR , EAMBILRER SEUSANN A, ERTEREESHF LR . ﬁﬁiglﬂw

All databases

e.g., PRICA000126; SAMC000385; tp53; EGFR; human; Kaks_Calculator W
ol ¥

CNCB-NGDCIHERAXEETREE— S EESE(R, R@iHIEER,

S B ®

AKEETRER

123 HEREMETR
EHEE{R

» &E w RIEE

BioCode X,
)T B

GEN
Flk A sE R

rs T

N E—

LV,

x
1
L 2
=27 N AT HERsERE ke
— BioProject &, 2 BioSample &
= =1 A A
—
) GSA-Human &, OMIX X
B NSRRI @ 5 TR
= GVM 2, Database Commons £,
= BREESE EHRIRERR
(=
<e MethBank o3y BIT
:{*C{ MRS OB  rmEsEsstTa

= FRIAEFEUEITRE (Genome Sequence Archive)
« AREERFEEE (GSA-Human)

« £SRIFEFRAISIFEE (BioCode)

- ERERFSIEEE (Genome Warehouse)

« ERABTREYEZE (Genome Variation Map)

= REAVEWERE (Methylation Bank)

= ZICEURIFERE (OMIX)

https://ngdc.cncb.ac.cn/



\

Rl ERIR3 A

Databases Tools Standards Publications About

EBG Sub

BIG Submisson Portal

Documentation 3 [ ogin i Register ! ;

IEIR3EAOBIG Sub
iy P s R A I M e Y BIG Sub Quick Start Guide  BIG Sub FERTHEA BB A R e b EX D

MRS R R(BIG Submission, BIG SUbYEEISERIAR SEE b LAMRS AL, A PR R AR S h t{ps /DI 0] d.bi g.acC.C n/ asu b

BioProject BioSample Genome Sequence Archive AS BRI RS 2 5

WS M RIRE B R AR g S SR T AT A S B AR 7. . BRSHERG IRENCSTAIRS: , sontiiR R
B T A SRS

Genome War: ( \
S R B R iR | R *a:m'k?-

EINGHERIEEIEIRSE, BIEUEREE MRS,
B EHURE R IREIRENIEHERIER

2. WFGSA-Human#iErE, —EEERSHRER
A REEFLEZE A RERFEHTTHS 10

Database Commons \ )
SRR . 52, E )

ST TEFHIER

National Genomics Data Center



https://bigd.big.ac.cn/gsub

\

Rl ERIR3 A

Databases Tools Standards Publications About

|
@3 BIG Sub
BIG Submisson Portal
Documentation 3 [ ogin i Register
" =]
#EIR3ZAOBIG Sub
0 R s A A M BIG Sub Quick Start Guide  BIG Sub SeRTHEH ARG AR RO

MRS R R(BIG Submission, BIG SUbYEEISERIAR SEE b LAMRS AL, A PR R AR S h t{ps /DI 0] d.bi g.acC.C n/ asu b

HEMB BRI RS R 5

BTt SR IAtERE
. SR SRS

BioSample e Sequence Archive

e SHEE M AR (52 AR WESHES A P A B S AR &I [32. TFiE. BESHERS
B

Ganome Warshouse — é
P mﬂu}%mﬁmﬁ XFdeadline :
1. EWNENELHIE, MBNERTHERE="T"ARN%
L@ ETRIR B R R R ARSI EE
2. BAEFIGEBREIRTHE, ENEF-ERIRR
abans Conmons FIOREUEEER R LASENEA SR, AILAL N ERHREEE

gy . &, BRSEENER, BANENTHES—%FH )

National Genomics Data Center



https://bigd.big.ac.cn/gsub

5 b EETE AL

o Nt FELRRE EXZRAG

Database Commons

FEASRIRZFNIN T EGE

ASEHIBZ THEGE

BERE"FoEdE. NGEAENFSEE. ERANFRDTEGE.

FBASWEEE. BGEHE. TRE0E. K EEF
£ERAE. REFNASFERBERFTIFLEREEGE
HREASNPER., InDeliR. SNPEH
EMRRETENGE

EMISEERE

National Genomics Data Center

HEFE: gsa@big.ac.cn

QQZE+: 548170081

RS GSAfEHRAE. GSA-Human
EDZE ]

HRFE: gsa@big.ac.cn
QQE¥: 516418530

IRBESCRY . OMIX{E AR
BEFE: gwh@big.ac.cn
QQ#E+: 183915274, 541196594

HEFE: gvm@big.ac.cn
QQZE#f: 468638108

HE#E: biocode@big.ac.cn
QQ#F: 537473603

mRF5: databasecommons@big.ac.cn



https://ngdc.cncb.ac.cn/gsa/
mailto:gsa@big.ac.cn
http://shang.qq.com/wpa/qunwpa?idkey=61f3fb4bf0de81ee451a6684c2444d23763685bf9d91accab744bb7d97e77c58
https://ngdc.cncb.ac.cn/gsub/document/GSA-GSA_Submission_Guide_2.2.cn.pdf
https://ngdc.cncb.ac.cn/gsa-human/document/GSA-Human_Submission_Guide_1.0.cn.pdf
https://ngdc.cncb.ac.cn/gsa-human
https://ngdc.cncb.ac.cn/omix
mailto:gsa@big.ac.cn
https://jq.qq.com/?_wv=1027&k=1BmWMF2A
https://ngdc.cncb.ac.cn/omix/download-guide/Submission-Guidance-FAQ-OMIX-CN.pdf
https://ngdc.cncb.ac.cn/gwh/
mailto:gwh@big.ac.cn
https://jq.qq.com/?_wv=1027&k=VLvYXfka
https://jq.qq.com/?_wv=1027&k=VLvYXfka
https://jq.qq.com/?_wv=1027&k=a4mj7Lah
https://ngdc.cncb.ac.cn/gvm/
mailto:gvm@big.ac.cn
http://shang.qq.com/wpa/qunwpa?idkey=bed22e3fe87a6dbeb72d24a4dead1960937877a6371f7b9412c1829b1902f82c
https://ngdc.cncb.ac.cn/biocode
mailto:biocode@big.ac.cn
https://jq.qq.com/?_wv=1027&k=6gGkcIR9
https://ngdc.cncb.ac.cn/databasecommons/
mailto:databasecommons@big.ac.cn

NAESHEZEERESERIRESHS

- HEIEHXEK TERERTIMBRNSERNIEIES, 72HINERZRCIERH
= GSA, GSA-Human, GWH, GVMFIOMIXEUREEEFEE XELBioProject, i57EBioProjectfl
EAIEES ZRRS
= Database Commons#IBioCode, ZENEERICREBCEFR, ESERILAMERHITIEN

o) V&'t 73 BXRAN

fEFE: gsa@big.ac.cn

BioProject QQEf: 548170081
iBESZAY . BioProject{sFRiiER

. HE#E: biocode@big.ac.cn
BioEoie QQE¥: 537473603

Database Commons MPFg: databasecommons@big.ac.cn

National Genomics Data Center



https://ngdc.cncb.ac.cn/bioproject/
mailto:gsa@big.ac.cn
http://shang.qq.com/wpa/qunwpa?idkey=61f3fb4bf0de81ee451a6684c2444d23763685bf9d91accab744bb7d97e77c58
https://ngdc.cncb.ac.cn/gsub/document/BioProject-BioProject_Submission_Guide_2.2.cn.pdf
https://ngdc.cncb.ac.cn/biocode
mailto:biocode@big.ac.cn
https://jq.qq.com/?_wv=1027&k=6gGkcIR9
https://ngdc.cncb.ac.cn/databasecommons/
mailto:databasecommons@big.ac.cn

BioProjectziEE

" JCNCB-NGDC Databases Tools Standards Publications About

(a |

' B i 0 P rOject BioProject ~| find a bioproject accession

Biological Project Library e.g.. PRICA000220; human
Home Browse Umbrella~ Search Statistics & Login aRegister B o o
ioProjectERIIA:
RIAEZVE B EIRE & FBhAN S
EPITESHEE (BoProject) RUSHEENSFTITAR BANRE, EETR U aE AR, INRAESIE SRREAE , SRR h ttps: / / ng d C.CNC b .dC.Ch / b loproject /
R, FIEIEREEE, HTATEREEY. 2. SLUNTESGEE. Ris, ERETTRRHI- : < ' >

Email: gsa@big.ac.cn

JER NG R BioProjec IERRR TR, RUDRARTIREE

=ENFEE, FHHERENER TIF=S MR

BioProjectig - ia o iﬂ HH I*ﬁ

4300

= — e
-»- Total Projects -+ Released Projects - ' B R I E “
. .
WEES SR BioProject{sFFHxBA
3440 L4
PRJCAOD4947 . X
(2021-05-06) Tension wood formation In N.cadamba
2580 . - )
PRJCA002948 Ancient Xinjiang mitogenomes reveal

(2021-05-06) intense admixture with high geneti._.

1720 PRJCAD04927  Circadian rhythms of thyroid stimulating 'Y <] e
(2021-05-06) hormone in zebrafish Injﬂ m B :

PRJICAD04933
165 Amplicon project
860 (2021-05-06) plicon proj
o
PRJCAO04943  DDRAD-seq of brown-marbled grouper q Sa @ b | q . a C,C n
(2021-05-05) (Epinephelus fuscoguttatus) -~ -~
0
2016-09 2017-04 2017-11 2018-06 2019-01 2019-08 2020-03 2020-10 2021-05 PRICAND4942

(2021-05-05) microecology in lung injury

National Genomics Data Center



https://ngdc.cncb.ac.cn/bioproject/
https://ngdc.cncb.ac.cn/gsub/document/BioProject-BioProject_Submission_Guide_2.2.cn.pdf
mailto:gsa@big.ac.cn

BIG Sub | BioProject / New BioProject

o
RBLZERR

o
R EGEER

"%

Zhang

« BBAE

zhangss@big ac.cn

- 10)

Beijing Institute of Genomics (BIC

F

« B

Beichen West Road

* BB
100101

RIFFHHAT—]

7 CNCB-NGDC

02
BEEFE

hiEl&

middle name

& FAdBAE

secondary email

4 ik

http:/fwww big.ac.cn

£H

T

Beijing

* Bl Al

China

0
®mAe

3
e

-

il

- R
Sisi

* &1
BIG Data Center

g

04
s S

ok

BioProject : IHEIR3Z

&3z

nilf




BioProject: IHEEA(EE

BIG Sub / BioProject / New BioProject (

L e Lo o GSA, GSA-Human, GWH, GVMFIOMIXZiEEEERE
v XBXBioProject, i&{EBioProjectfliZ2AIIEIHIES FHRHS
coun HWIECSAR, BERESANRES, SURGTEXKEY
il ZgE
S N -
F5mE
- 8 (FHERER)
wE Ministry of Science and Technology of the People's .
- _ . . YIS
“ Al < BB Republic of China (MOST)
- mER National Natural Science Foundation of China (NSFC) BE&&ZINH
P Chinese Academy of Sciences (CAS) R E
. ] - WRAH No funding support TR

TSRS ENES

CNCB-NGDC




BioProject : IEEIEXEFEANBE

BIG Sub / BioProject / New BioProject

[1%] 04 05
LisES] HiRE SR [ 5
5 F 27
= AR
[ Whole genome sequencing
[ Clone ends
[ Epigenomics

o e e
e HERESHENEREIER,

[ Targeted Locus (Loci)

Dwan Ba#IN8EgH, =i “other”

[0 Genome sequencing and assembly

[J Raw seguence reads S
[ Genome sequencing E 17‘%”“

[ Assembly '

[ Metagenomic assembly \ )
[ Targeted loci cultured

[ Targeted loci environmental

[0 Single cell sequencing
[ Other

= HAEE

Monoisolate v
krElEtERT 0

Monoisolate: B3], IRFFHMIAR . RZZEHE (HPIREEMESTH AR L8 2 REE
%), FRHERTERE, MANEE, HEmEE.

Multiisolate = Fl—#1f0%5 2ERAMMEEAE

Multi-species: ZHIFfiEAEs;

Environment: FEFHE, FRTEEFEENR:

Synthetic : X =SSR EARINETE;

Single cell: 2-4MHNIFHT 455

Other: HtFARESEIT AL ELRIIRELE.

HRAFEAAT—3

CNCB-NGDC




BioProject : IHEHIRER

BIG Sub BioProject New BioProject
04 05
s 8 W iEw
HE R
PubMed ID OR DOl
m
o et ird
XERE
EFREH B HA fem =]
TEE DI

REFHHAT

CNCB-NGDC




BioProject{EEiNIiE84R3Z

BIG Sub / BioProject / New BioProject

05
W& 17

BEE
REEER
e Zhang Sisi
zhangss@big.ac.cn
Hify Beljing Institute of Genomics (BIG)
= BIG Data Center
Bl China
Hitht Beichen West Road Beijing
B4R 100101
BERiEA
+ g ™, 5 u n 7‘: F ==
b SE ] A phase |, multicenter study to assess lﬁ’: M\,“‘E ’ ;Ex n %%
b2: %k Medical
mEikA By ate non-minor mutations in EGFR or HER2 DZD3008 was determined by oraladmiistration in patients with lung cancer ¢ ey A s P ] — E E 7‘:
FioHk, JUHERAREERIRERE
pzid=L 2024-08-02
WEAER i REA  WEIES  WEER
Ministry of Science and Technology of the Peaple's Republic of China (MOST) 2017YFA0504100
353 =N =Py — T— 1tk
e ISR RSEESERELL
TEH#IENRR Variation
fz | Monaisolate
tHhgiE 8

CNCB-NGDC




SlEEZRS

Spep A S T A b
o B[ RBERE=

« SDASZEFINEEHLA
- SCARSTHIFIESE#Z
« RlFEUERERA]

"s." CNCB-NGDC



LTRSS REREERER

- IMBEAEY [fEZE R RIEIEH LR ISR R ERSE

TAmBE

Z5t4mS: SDAS000322

e S: R ST W e N A A A A A TEREA: W
@ =meEFmEEEty » @ =EENEETYEE » | @) EEEe i

[Hz5ihg) (B (A SR HRiliE] S SR SRR R HELN,; Bumes, BaasuREa ] (BIG-Sub) , EZENEN (SSRIE]

CNCB-NGDC




LTRSS REREERER

- IMBEAEY [fEZE R RIEIEH LR ISR R ERSE

EEINEHSIR LIRS ER AEE L EE W g @ #D  QRE O W&

EW | AAP | EELEHE

o HiFHEILEER

ERERIT RO SRR )

= BlEEERES . ?%{i&mEm*ﬂ* "Iﬁ E ﬁﬁb =1

FEEMNERET CXRIE BIRS RE Sr o HESHF BRHSHILZERSE, UEEESNRRETERT

axs < |nen v HEIRE, KRIERIBESHSHISAH

apscnss  aksss A AREEBIBEE R AL B esnxnn  sEs  aBst  ATAT peHE EABE B
3 V7
pEEE m e mmomm o mmmw. o ! fastc AFFEE e e ] Gon im ii§u§¢ I gﬁ*ﬂﬁm yumﬁ—%*ﬂ
L ute e S T e S S S B e S S B L =S et S R e
3 = =
----------- R = = om. - E3 [
WA R G RE- g HEEREITINNEZENS
.-----.- --------- .- ---------------- .- --------- 4 g T T .- ---------
ute e el a e n S e S e S e D * HGO7GE | fastq GFVE wQaTalel  aTealeTeZelaTaele G54 \. /

.-:-:--: .-:-:l.-.:---.- ---------------- - --------- g9 220168 fastq Pagantsi| :-:::: ] .:.:.: i:. .:-:;- GSA

-.----- --------- - ---------------- .- --------- Fig] e mm  _Em . .- - .
Cut S R e R e e e e ! 560GE | fastq ATTF] wluCwel  woeeTeoeoeatwtat  CSA
BrE1E5WER, 17| L - 2|34

W AR S IR T S I BB BB R




- ITASHFREES. RLS5ENER.
FEERERLVHER,

A B

MAEEESHEEER

D

AlREIRE. ENARNIEE. WIEAISUE

KNIEHEERETNIF+E=EES, HERBEEHITRIR,

c E F G H J K

, BREE THEE SR shaERiE BRAL

, |BURSEARATIET FXECRARS ety HEEERTBioProjectRIEIR | BffEgsa@big.ac.cnakQQEE: 548170081

, BROENES HUEFRTEAIEAE BArE HEAEEAEETE HifEgsa@big.ac.cnEkQQEF: 548170081

, ETETRENMEE S2XEAmESEs BaE BREERKE S #RfSgsa@big.ac.cnaQQEE: 548170081

5

. FIEAEETOXHASAMESHIRE, IEBIGIRCNT, RERSIRERTN

| BIRREES RS WIREZR BioProject{fi S HAXNY SRS MRS HEAR  RHEE 3% AHBHE iSRG

 [Momoeoeamamamee oI " an e e e n " £ fasty  AFPAIE]  eoeeecececececase eampl@emalcom  GSA

o |RoEEEEREEEIT SRR P e aa " n e e "a " " a "% 15 fasty  AFFPIE]  eoememememememesens  oemple@emaicom  |GSA

o (R R ReRRRRTRTRTRTET | E=R=R=RR=R=Rm=ax 33 11607GB  fasty  AFPAE  wosiecsomscececacs ecmple@emaicom  |GSA

e = e " " e 9 220168 fasty  ATRPIE  ieieceiecececas cxemple@emaicom  GSA

1o | | EARY e n " a " n R "a " " " g 4560GB  fastq  AFRHIE  aeeeteeeceetas cample@emaicom  |GSA
SDAS(YAIRE EisitEiaiRsSS, iR IERE, —EEiSiREk

" CNCB-NGDC

RYERFH{TEAMLE




2N C3SIED

AT, SRERFRS
HNT—

HEERERIIMEIS

- INBBRRRERER R ER LRI kiR
EERRERNTIRG, BRE "GRMEFHIREIER"

=
Vo

ﬂ;ﬁIﬁEﬂ;Eitﬁﬂﬁggﬁ A @ I 1B%R e Bt @ #m Q il @ =Hik a B4, Zhang ~
FW | NAFEL [ LR
o SRR
G G IR ol o) VI ™= a"n " n"n " "n"n"n"n"n"n "
= mlEEEEES
EaNERT DXBIE SRS NEE G st ESHIF ERSHICZERAER, LERSSEIRRTERTERET
Br 5 v AER #R
HEXHHE  HEEER BAWTAN  MEE  MERS  HEAR  SANE BRABH B R E‘IE 5: = _I_ ﬁu Z:..... é H,ﬂ.., m
[ . N AN EE EEEEEEEEEEEEEEN . Lo NN NN NN _'E 1
e e R S e S e R e ! 275GB  fasty LFFRF oJaletel  aosseoeoeseoatetels  GSA
QEgEE E IR AT LA
B, QB A
L T e e e e e ! 104.08G8 | fastq GFAE JTaTeel  wleTeleleleleTelels  OS4 1 /"3xBE k
I------ I----- P e .----- I---.----.-.--
Pl e e e e e 3 16.07GB | fastq LHRE aCwiete  aTeleteTeteetetene  GSA
B Rl e e e = e e = S 2ows  wsta  AHA SOl Sl osa
e —— T P
el e e e e e "= ! 458068 fastq 40 olaelel  Cieeleteietetete  CSA

BTH1ESHER, #17T ]

GRAFFRSIEA ERmERE #ESHAIE

CNCB-NGDC

=l



{E5N 5EiC3ZIERR

- TRLGLZRRIEER, EZEE “HigH" , ARSHSHER

Fiﬁ[ﬁgﬁﬁitﬁgﬁggm L = FR -3 ¢ ®it o wy Qs o Wik 2 84, Zhang
No. NGDC-2022~ [

PSR TR S
MEEH T B RAE R e S LS e b bt A o)
A 1| mazen | ofeq | &7 | evesty

] h »
< BHEH IR B B3R iC 32 iER s PR FTRVTS A PRy
No. NGDC-2022-0266 ——;

G ] 34601 fasta | &7 T | 2001097

EELeE i

" 3 I&ﬁgﬁsi BRELH }&*&%\L#ﬁﬂﬁiﬁi|£ﬁﬂm|
Bl

EREEANFEREF QL EY “

ave ‘Apphcaucn PEati |1v:1‘ru":1

R %5 B MR T 32 RA
B (RB%%: . TEAFA: _ )
UL RER

) REVBEE A, RETR A, ZEBERL | | | | | | |
: FRERS (BEEFEH W P HEEA | ABRE | LASH
$’ 'E‘ﬁﬁi GB. | LB | | | DNA ‘ virus | 2021

EEREHAMRFRRE SO

& EREESsEL
National Genomics Data Center  (NGDC)
2022545274

CNCB-NGDC




4

{E5N 5EiC3ZIERR

- TRIGIZRRIEER, E&EE “FiEH" | HERSHE

PR E MBI RREESR MEhH LER WHt O®H QNS O Wk 2 SH Zhang-

10N

& SCARERE MY

FrEA AR A UE I H B R TS
1 AREREFEES) ERERANTIER) (FSRaL) FAER, Temssaiimis s

No. NGDC2022-0266 2 FHERIPFECERIRRS, 88, =2, 84 AT NRIF AT, TR EE N RS aTm=a— I ER 2SR
3. ARERECIAEESI HISKOER, mEllakRA e ARSI GERR.

R B 8L 32ERR L #2UBENERLTIIANE . BERBEREENNY
O #ESEE T RERE R, AEHEBTREER

SUEM SRS
BN B

=EFRRE I

ERICZTYNREEE

* WEEARES * F=E * Wit
& EFFEE
&
4

CNCB-NGDC




LR ZIERRIR

- WMREZRREBEL: BREERFRRIRITHEN, RE[ELEIHRMEIBIHNN SR

, BT [EFh/N S EIREI =T BIC3IERA,

T AmEZ &

EiiRES: SDAS000322

RS o e e e AAEH e e e e a e RRREA o e

O ==ty v @ =AETSEEE > @ EEEEanEiA

[FsisER] ireSEE . A (SRR EANSTE, ~EE N REESEdEi s, EEaEnEl FERE]

\.

[AE55E] itA=anET: Alas [(EREmeuhEtl] #AJGEnE, SEE/MEESEOEniE, EEaEiEl [([FRERE]

CNCB-NGDC




LR ZIERRIR

- WMREZRREBEL: BREERFRRIRITHEN, RE[ELEIHRMEIBIHNN SR

, BT [EFh/N S EIREI =T BIC3IERA,

T AmEZ &

EiiRES: SDAS000322

T =. T o g = .

ARS w e e e ™ T R "2 "="2"s
O ==ty v @ =AETSEEE > @ EEEEanEiA

[FsisER] ireSEE . A (SRR EANSTE, ~EE N REESEdEi s, EEaEnEl FERE]

Er mECANE

iERES pratactid prdi s i) Wis =2 1] =E
--------- ) n
NGDC-2022-0266 -:-:.:-:-:-:.:-:-: JCAFIEEA AR 2022-04-11 H#f/MNEIEE =151

S EE/ IR SHRER
CNCB-NGDC




L RIER IR RIR

MREZIEL: FHRPOREEHTRE, [XELESEEHRT1-2TERRF L,

TARBEE

45485 SDAS000322

RES: e T W e e AEREA: S
@ =rEFast=i v @ =EETSERTHEE  » @ ITHrEHE

Cikzsistig) SCEnEERHE: SR CanTAST1-2 TIEA M.

\.

LIAGiIRA] (C3RAEHR . SERCREAFT1-2 T EHRFH.

CNCB-NGDC




RS HSh

- FiFFdR, WSO8 "CRIEREFEH" BRITBEIRFENRS T "RilEEHRF
1111 5 S DTN SE vy IR

TAmBIE

R

=

E454%5: SDAS000322

:ﬁ E 3%5 --------.---. --

m_m ||
= wu e e REEF: e e
QO =mEFsstmty v @ =% WEHEIEE  » @ CEIsEEHs

[iAZSREE] (TR H: SCANFARFNHEHEH, FHE1RE W

= mABACzit @

=Sl otizesil Efth#iE-FME:

s
T e e e e

4]
i

P eape

M ERmS preG =t il b il I 1RAChE) 1#ME

- (Y

e E —
PLAN-25-1 ol el Bt 2022-04-12 lEﬁJ‘D‘E Emam*
PDOC-25-1 : - WERFIHE TR 2022-04-12 ssEdia Ay V)8

BimE, BESviEE

gl =Rakvand:

e TR S e s - /

NGDC-2021-0056 SCERIERR [=IEEE] 2022-04-15 TS || eSSkt

CNCB-NGDC




"s." CNCB-NGDC

SlEEZRS

= | =1 =]}

HIE LA BRE =
SDASZ A IhgetihiA
LRI HIFIES %

R 2UERSIA

HEEIHSEIEL
w

IR S S Rk

L]
=




HAERSNXIE T

DEIELEL Tools Standards Publications About

MR MR CRBS RS am iz Owm wzE  imA https://ngdc.cncb.ac.cn/sdas/help

xm / #H

ﬁmlﬁlﬁﬂ
B il « I} ﬁC 'HZH;JIE

v HABRTRZHE?

@ ENHE

| > meeaez |

> RlEPguEEs

> EL3E =} N [
S v EAEPORIET SR a kR

T v SDASESHEZINAL?

N
A BEA v SDASRGFEAHE RS ARG FERAKEA LTI

v NpEEmREEAERRNHKREARER?

v ANEIRIE SRt ?

v ANMEl R AR B A R A R F

BrE1 ETAENIE, £74 R e

EREE AR FE RO



https://ngdc.cncb.ac.cn/sdas/help

HEANERESNIE T

DEIELEL Tools Standards Publications

MR MR CRBS RS am iz Owm wzE  imA https://ngdc.cncb.ac.cn/sdas/help

xm / #H

M
> MBI RIHEE ° IJFj E ;E§i+szﬁ§UE

[ w=mmaz | | Sresms ° *—4??&;&@&

> MBL3ERHE N
IR S 50, RIIZ0%E S FIWR- SR R 2

=IUEER
© e B TECai s

<
<

WS SOETE

<
<

FFARER, TENRR/ FRESTEIEZHIE. ROMZERTAK,, RENKSEZHIE?

A4 EEEA)

<
<

B AR HIEAE? BigHdeadline?

<
<

NARENAEERERTRRBEEHS?

v B7E 1 E4ENARE, H45 rm n R

EREE AR FE RO



https://ngdc.cncb.ac.cn/sdas/help

HAERSNXIE T

FHXRB SR RIRS RE AR LmX  O%m  wam  2mR https://nagdc.cncb.ac.cn/sdas/help
o 1
B mE LA RIEE S——t .
> MEC3rtdE ° Iﬁﬁ;[é&]:l_tU%uxﬁE

> womm B - RIZFEURBR

@ ENHE

| > meirsss | .
Y| & mEizirstss S AES

| — AN
_— - IMEICREIEHE
W TREFE .

| v merwmaRE, nEEETRENER FEECSHET?
4 HERED 5

— ] v nEEgsEHaRKTE?

— ] EFEI1EMERNES f£24 ] n Tm

. =74

B

EREE AR FE RO



https://ngdc.cncb.ac.cn/sdas/help

HAERSNXIE T

DEIELEL Tools Standards Publications About

MR MR CRBS RS am iz Owm wzE  imA https://ngdc.cncb.ac.cn/sdas/help

xm / #H

ﬁmﬁﬁ
Co : ﬂ?ﬁf&?&ﬁ&
| — | & HECSIERHE . E E’ . 'GE'LIE.':H
4 R V_ e ::;rzz;ﬁ Y*ﬁ?ﬁ

—1 — A ESREAFE TR M ERSEEIE R (251ER) saTe

1  RHEBIER2030- IRl SN EARBICA TR (BE1ER) skt ~
N SRR - AT FEIER

— B HERERREICRRSRESEXES
SDASFIE(EFIISEE At

2 = : = =
— - - {=1=]
v TR B R AR e AT ° /z%\ gﬂ:;hﬂzj:ﬁ |=‘Fj

EREE AR FE RO



https://ngdc.cncb.ac.cn/sdas/help

THANKS

WB{EFASDASIRSS R4t
https://ngdc.cncb.ac.cn/sdas/

T{EHBFE: data@big.ac.cn


https://ngdc.cncb.ac.cn/sdas/

National Genomics Data Center

Z \2 12 apm o= o s N
() F B E AR RRAMAA (RREBERDIN) *  EREEMARIF LR

EonElFIERCEIERE

BioCode

EREMEBHC

China National Center for Bioinformation




TR ASERNE

© BETEENEAETTER
- (FEAER. HXXERER
* BUEFhRA RGBS S
 BETERANE

© REHRHEE L FHHIE

- IMERESER

]]];

e EREREARPHERG



@CNCB Databases

BioCode = Categories Q Search |#* Statistics *) Sign In &+ Register

EHBIG Sub

BIG Submisson Portal B i OC Ode
Home Documentation Archive Bioinformatics Codes for Open Source Pr §§ (Sig n I n )

5 i B BIG Sub Quick Start Guide  BIG Sub FEATHEA ;Eﬂﬂ. ( Register)

LR R ER(BIG Submission, BIG Sub)Z EFEFEMAMSIER.LAEMEIRS AL, AR PR SRR RE .

Basic Statistics Most Popular Tools Latest Updated Tools
BioProject Genome Sequence Archive Tools: DeeReCT-TSS_release DeeReCT-TSS: Ano... PanGraphViewer: v1.02
1 Fil. BES Tool Type: Application Date: September 17, 2022
Users: @ Technologies: Python3 + Download Count: 59
VP-Detector — 48 52 {2l 4 F 4
Organizations: ILNC Prioritizing Long Non-coding RNAs for Pan-can... VPD1.0
Tool Type: Application Date: September 6, 2022
Total Download Technologies: R « Download Count: 3863
Genome Warehouse Count: -4k M AR 19 29 K SCNet1.0
L " ore : e WBSA web Service for Bisulfite Sequencing Data A... Date: September 6, 2022
Categories DNA methylation « Tool Type: Pipeline & Protocol
Technologies: Perl, R « Download Count: 0 A4 5 e B % 44 NT2C1.0
Date: September 6, 2022
GIREMI Identify RNA editing sites
Categories RNA editing = Tool Type: Application e 3 A 5 W AR T R ) 41: isSPA1.0
Genome Variation Map Technologies: C, Perl, R - Download Count: 0 Date: September 6, 2022
CandiHap A haplotype analysis toolkit for natural v... Sy ER A M (4 Ver1.0
Categories Variant effect prediction - Tool Type: Toolkit Date: September 6, 2022
Technologies: Perl, Python2, R - Download Count: 27484
i NetBCE: 1.0
Dr. Sim Dr.sim is a general learning-based framew. .. Date: August 17, 2022

Categories Drug repositioning + Tool Type: Application
Technologies: Python2, Python3 + Download Count: 648

Database Commons

stAPAminer: v1.0

2 = 7 Date: August 3, 2022
SNP Calling & ChlP-Seq analysis pipelin...

Categories SNP detection, De novo ChiP-seq analysis + Tool DogVC: v1.0

T Pipel P |
yoesFipeline & Protoco Date: August 2, 2022
Technologies: BASH +« Download Count: 0
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Basic Statistics Most Popular Tools Latest Updated Tools
Tools: WBSA web Service for Bisulfite Sequencing Dat... VirusMuT: 1.0
Categories DMA methylation + Tool Type: Pipeline & Date: March 17, 2021
Users: Protocol
Technologies: Perl R+ Download Count: 0 CVTree 3.0 1
Organizations: 6818 Date: March 5, 2021
GIREMI Identify RNA editing sites
Total Download 13653 Categories RNA editing - Tool Type: Application Asymptomatic transmission of SARS-
Count: Technologies: C, Perl R+ Download Count: 0 CoV-?- 1.0

. Date: February 1, 2021
CandiHap A haplotype analysis toolkit for natura...
Categories Variant effect prediction = Tool Type: Toolkit SARS-CoV2-iSNV 1.0
Technologies: Perl, Python2, R - Download Count: 3424 Date: February 1. 2021
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U Name Introduction
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St Ao
2Nort aesc

\ fﬁgﬁﬁ Description

PHEURL | o RFERNMBRER

http:/fexample com
( I&;:I:Hgl‘ﬂj Public Availiable Date
\ http:/fexample.com
Technologies Publications
Platforms o pmm
User Interfaces Fundings
ey
;ﬁmi&lﬁ ) Tool Type ﬁmm E %
Application -
Input Data Types
Credits +
Categories Email haolili@big... ~ Full Name Hao Lii S
- Roles x Investigator
x | Organization Beijing Instifutes of Genomics {’E%EE -
Department Key Laboratory of Genome Sciences and Information -
Country/Region China -
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Technologies Platforms User Interfaces
C MAC OS X Terminal Command Ling
C++ Windows Webpage
Py F&RES
Hadoop
Tool Type Input Data Types Categories
Application -
BAM High-throughput sequencing “

Application FASTA Base calling

Read quality control

Framework IE%EJ FASTO
Error correction

Infrastructure SAM

VCE Duplicate read removal

Pipeline & Protocol

Toolkit | Adapter trimming i

EREE AR FE RO




’»;CNCB-NGDC Databases Tools Standards Publications About

BioCode = Categories Q, Search l#” Statistics X Submit Tool | & Hao Lili~

- EE‘E?;EEB:E Submitted Tools
BioCode RS

Archive Bioinformatics Codes for Open Source Projects

“# CNCB-NGDC Databases Tools Standards Publications About
BioCode =cCategories Q Search | Statistics X Submit Tool & Hao Lili~
Name Description Updated At Operations
RED-ML RED-ML is a software tool to do genome-wide RNA editing dectection (RED) based April 7, 2018 Edit & ‘ d ’
o e SiEdit
on RNA-seq data. All source codes and executables are located in the "bin" directory. o
The tool can be run on a Linux platform and the main program is red_ML.pl. ?ﬁﬁﬂ:Eﬁﬁ
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RED-MVL RED-ML is a software tool to do genome-wide RNA editing dectection (RED) based on RNA-se...

# Home & Manual &£ Downloads

Ll Statistics

anaanoe

52

RF

Name

RED-ML

Description

RED-ML is a software tool to do genome-wide RNA et

Website

hitps_//github com/BGIRED/RED-ML

Public Availiable Date
hitp:i/example.com
Technologies
* Perl
Platforms
* Linux/Unix
User Interfaces
» Terminal Command Line
Tool Type

Application -

Input Data Types

* BAM | | x FASTA

Categories

* RNA editing

Save

Introduction

Foomatsv B F U Tx A~ A~ =~ E~ == £ # W @z~ ©

RED-ML: RNA Editing Detection basedon Machine learning (pronounced as “red ML"). The input to RED-ML can be as
simple as a single BAM file, while it can also take advantage of matched genomic variant information when
available. The output not only contains detected RNA editing sites, but also a confidence score to facilitate
downstream filtering. The developers have carefully designed validation experiments and performed extensive
comparison and analysis to show the efficiency and effectiveness of RED-ML under different conditions, and it can
accurately detect novel RMA editing sites without relying on curated RNA editing databases. This tool is also freely
available via GitHub <https://github.com/BGIRED/REDML.

Publications +

DOl |10.1093/gigascience/gii12 Q PMID (28328004 Q

Journal ‘Giga Science ‘ IssuelE Volume |5 ‘ Date ‘201??.!5‘,11 |

b 3 Title ‘Red MI: A Novel, Effective Rna Editing Detection Method Based On Machine Learning. |

Authors ‘xiung H, LiuD,LiQ LeiW XuL, Wul, Wang Z Ren S, LiWw, Xia M, Lu L, Lu H, Hou ¥, Zhu S, Liu X, Sun ¥, Wang J, vang H, Wu K, Xu |

Citations ‘ Primary Publication

Fundings

This project is supported by the Shenzhen Peacock Plan (NO. KQTD20150330171505310).

Credits +
Email Jil . Full Hame
jlee@psi.toronto.edu LeoJ Lee
Roles = Investigator
x Organization University of Toronto ~

Department Department of Electrical and Computer Engineering -
Country/Region Canada N
Email xuxun@genomics cn A Full ame Jun
Roles x Investigator
% Grganization BGIl-Shenzhen N
Department China National GeneBank -

CountryRegion | hing -
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RED-ML RED-ML is a software tool to do genome-wide RNA editing dectection (RED) based on RNA-se...
# Home & Downloads |l Statistics D ﬁ B G E

anual = et

Parameters

—rnabam [STR] the sorted BAM file obtained from RNA-seq to detect RNA editing sites.

—reference  [STR] the fasta file containing the reference genome, e.g., hg19.fa.

—dbsnp [STR] the SNP database file. e.g.. dbSNP138.

—simpleRepeat [STR] genome-wide simple repeat annotation, should be in BED format.

—alu [STR] genome-wide Alu repeat annotation, should be in BED format.

—snplist  [STR] a tab-delimited file listing known SNPs, with the first two columns being chromosome and position of each SNP [optional].
—outdir [STR] the directory of output.

-p [MUM] the detection threshold, a number between 0 and 1 [default 0.5];

—help [STR] show this help information!

Examples

We have provided a simple example to test the installation of RED-ML. Under the "example" directory, run:

perl _/binfred_ML.pl —rnabam example.ma.bam --reference /usr/hg19.fa —dbsnp example.dbsnp.vef —simpleRepeat example.simpleRepeat.bed —alu
example.alu.bed —outdir ftest/

It should finish running in ~2 minutes with three output files (RNA_editing.sites txt. variation sites.feature.ixt and mut.txt.gz). Here is another example of
using RED-ML:

perl red_ML.pl --rnabam in.bam -—reference hg19.fa —dbsnp dbsnp13&.vci —simpleRepeat hg19_simpleRepeat reg.bed --alu hg19.alu.bed —snplist
shp.list —outdir outdir

Requirements
RED-ML requires the following data files at the time of public release:
The reference genome (hg19), downloaded from: hitp://hgdownload_soe ucsc edu/goldenPath/hg19/chromosomes.
dbSNP138, downloaded from: hitp:/fhgdownload. soe.ucsc edu/goldenPath/hg19/database.
simpleRepeat, downloaded from® hitp:/fhgdownload soe ucsc edu/goldenPath/hg19/database, and then do:
awk {print $2"t"$3"#"$4} simpleRepeat txt = simpleRepeat.bed
bedtools merge -1 simpleRepeat bed > simpleRepeat merge bed
Alu, downloaded from: hitp://hgdownload.soe. ucsc.edu/goldenPath/hg19/database, and do:
grep Alu rmsk txt | awk '{print $6"\t"$7""$8} > hg19.alu bed
We have also provided the simpleRepeat and Alu files under the "database" directory for the user's convenience.

Optional Steps

SNP calling

If you have matching DMA-seq data or aligned DNA BAM files, we strongly recommend to take advantage of them. You could call SNPs by GATK
(haplotypecaller) or SOAPsnp and modify the format of the resulting file (such as vef) to fit the format required by —-snplist.

Alignment

Although RED-ML can accept BAM files produced by different alignment tools, the current version has been optimized for BWA and TopHat2 during the
construction of our ML model, and we find that the choice of alignment tools and the associated parameters could have a large impact on RED. To help
users with proper alignment strategies, we recommend the following steps:

1.When reads are aligned by BWA (preferred). one should first build a new reference which combines reference genome (hg19) and exonic sequences
surrounding all known splice junctions, and the detail method is the same as in Ramaswami et al. (Nature Methods 2012) and Wang et al. (GigaScience
2016). SAMiools can be used to sort the alignment file and remove the PCR duplicate reads.

2.When TopHat2 is chosen, the cleaned reads can be mapped to the reference genome (hg19) directly with default parameters. Picard should be used to
sort the alignment and to remove duplicate reads induced by PCR, and base guality score recalibration can be carried out by GATK.

Outputs

When the program finishes running, three files will be created in the output directory. RNA_editing sites.txt lists all detected RNA editing sites that pass the
detection threshold p; variation.sites feature txt lists all variant sites with associated feature values; muiixi.gz contains all variant sites with pileup
information.



CNCB-NGDC Databases Tools

Standards

Publications About

BioCode =cCategories Q Search |+ Statistics

X Submit Tool & Hao Liliv

RED-ML RED-ML is a software tool to do genome-wide RNA editing dectection (RED) based on RNA-se...

# Home & Manual & Downloads |
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RED-ML ReD-ML is a software tool to do genome-wide RNA editing dectection (RED) based on RNA-se...

# Home & Manual & Downloads lml Statistics ﬂ ﬁ E D B B
Version Note
1.0 Formats~ B 7 U Ix A~ A~ Z ~E~=5 E & # WM B~ ©
Upload
»
>
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Files

File Name File Size

RED-ML-master.zip 14.2 MB Delete
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RED-ML RED-ML is a software tool to do genome-wide RNA editing dectection (RED) based on RNA-se...
# Home & Manual & Downloads Lml Siatistics EJ ﬂ E D B E

Introduction

RED-ML: RMA Editing Detection basedon Machine learning (pronounced as “red ML"). The input to RED-ML can be as

Summa
simple as a single BAM file, while it can also take advantage of matched genomic variant information when available. The L
output not only contains detected RMA editing sites. but also a confidence score to facilitate downstream filtering. The de- Accession BETOOT072
velopers have carefully designed validation experiments and performed extensive comparison and analysis to show the ef-
ficiency and effectiveness of RED-ML under different conditions, and it can accurately detect novel RMNA editing sites with- Tool Type Application
out relying on curated RNA editing databases. This tool is also freely available via GitHub =hitps://github.com/BGIRED Category RNA editing
/REDML.
Platforms Linux/Unix
Publications Technologies Perl
1. Red MI: A Novel, Effective Rna Editing Detection Method Based On Machine Learning. < Gite this User Interface Terminal Command Line
XiongH,LiuD, LiQ, LeiM Xu L Wul WangZ Ren3 LiW XiaM, LuL, LuH, HouY, Zhu S, Liu X, Sun ¥, Wang J, Yang H, Wu K, Xu X, Lee
LJ, 2017 May 1 - Giga Science Input Data BAM, FASTA
. Latest Release 1.0 (April 7, 2018)
Credits
Download Count 361
1. Leo J Lee ljlee@psitoronto.edu  EoRLVES TGl Country/Region Canada ;&H%Iﬁi E ﬁﬂj_] =
Department of Electrical and Computer Engineering, University of Toronto, Canada ~ =)
] Submitted By Hao Lili
2.Xun Xu xuxun@genomics.cn ORGSR
China National GeneBank, BGIl-Shenzhen, China
Fundings

Community Ratings
This project is supported by the Shenzhen Peacock
Usability Efficiency Reliability Rated By Plan {(NO. KQTD20150330171505310).

WH NN 1 users

2 8 & & &-] @ @ hao**i@big.ac.cn (May 7, 2021)
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